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Dataset Platform 
 

References 

GSE132465 Single-cell RNA-seq 47285 single cells from 23 CRC patients [1] 

GSE144735 Single-cell RNA-seq 17678 single cells from 6 CRC patients [1] 

GSE146771 Single-cell RNA-seq 5220 single cells from 10 CRC patients [2] 
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Precursor CRC 

 

  
Total 

(n=416) 

  
Total 

(n=2014) 

    

Dataset Platform Conven 

tional 

Serrated BRAF-

WT 

BRAF-

Mut 

Cell 

line 

Refer 

ences 

E-MTAB-

10089 

Affymetrix Human 

Genome U133+2.0 
132 132 0 342 - - - [3] 

GSE41258 Affymetrix Human 

Genome U133A 
51 51 0 194 - - 9 [4] 

GSE117606 Affymetrix HT HG-

U133+ PM Array 

Plate 

69 58 11 74 - - - [5] 

GSE4045 Affymetrix Human 

Genome U133A 
0 0 0 37 - - - [6] 

GSE39582 Affymetrix Human 

Genome U133+2.0 
0 0 0 512 461 51 - [7] 

TCGA RNA-seq 0 0 0 453 401 52 - [8] 

Sidra-

LUMC 

RNA-seq 
0 0 0 275 216 59 - [9] 

GSE39084 Affymetrix Human 

Genome U133+2.0 
0 0 0 70 62 8 - [10] 

CCLE RNA-seq 0 0 0 57 46 11 57 [11] 

GSE79460 Affymetrix HT HG-

U133+ PM Array 

Plate 

16 9 7 0 - - - [12] 

GSE45270 Affymetrix Human 

Genome U133+2.0 
13 7 6 0 - - - [13] 

GSE117607 Affymetrix HT HG-

U133+ PM Array 

Plate 

135 126 9 0 - - - [5] 
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