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Figure S1. Electrophoretic results of target fragment C1ZC2 M: DNA Marker GsDL10001, 1,2: PCR 
product of C1ZC2 gene. 



 
Figure S2. Electrophoretic results of recombinant plasmid pUC19-C1ZC2. 1: pUC19 plasmid; 2-
9: recombinant plasmid pUC19-C1ZC2; M: DNA Marker GsDL10001. 

 
Figure S3. PCR electrophoresis results of smr gene. M: DNA Marker GsDL10001; 1: PCR product of 
smr gene. 



 
Figure S4. Double enzyme digestion electrophoresis results of recombinant plasmid pUC19-
C1ZC2-smr. M: DNA Marker GsDL10001; 1,2: Double enzyme digestion products of recombinant 
plasmid pUC19-C1ZC2-smr. 

 
Figure S5. The sequencing results of recombinant plasmid pUC19-C1ZC2-smr. (the accession num-
ber of the nucleotide sequences was GenBank: AB448740.1). 



 
Figure S6. Electrophoretic target genes map. (a) phaC1, the left M: DNA Marker DL2000, 1-2: the 
PCR product of phaC1, the right M: DNA Marker DL15000; (b) phaC2, 1-2: the PCR product of phaC2, 
M：DNA Marker DL15000. 

 
Figure S7. Electrophoresis results of PCR identification. (a) Recombinant plasmid pk18-phaC1, M: 
DNA Marker DL2000, 1: PCR product of phaC1 gene, 2-4: PCR product of pK18-phaC1, 5: PCR prod-
uct of pK18 empty vector; (b) Recombinant plasmid pk18-phaC2, M: DNA Marker DL2000, 1: PCR 
product of phaC2 gene, 2-6: PCR product of pK18-phaC2, M: DNA Marker DL15000. 



 
Figure S8. Comparison of sequencing results of recombinant plasmid (a) pK18-phaC1, (b) pK18-
phaC2. 

 
Figure S9. Electrophoresis results of PCR identification. (a) Pseudomonas sp. SG4502+ tac-phaC1, M: 
DNA Marker DL2000, 1-5: PCR product of Pseudomonas sp. SG4502+tac-phaC1, M: DNA Marker 
DL15000; (b) Pseudomonas sp. SG4502+ tac-phaC2, M: DNA Marker DL2000, 1-6: PCR product of 
Pseudomonas sp. SG4502+tac-phaC2, M: DNA Marker DL15000. 

 

 

 



Table S1. Strains and plasmids used in this study. 

Strains and plasmids Related Information Source 
Strains   

E. coli DH5α 

Used for the construction of overexpressed plasmids; 
F-,φ80dlacZΔM15Δ（lacZYA-arg）U169, deoR, recA1, 

endA1, hsdR17(rK+, mk+), phoA, supE44, λ-, thi-1, gyrA96, 
relA1 

This laboratory 

E. coli JM109 
Construction for knocking out plasmids; recA1, endA1, 

gyrA96, thi-1, hidR17, supE44, relA1, Δ(lac-
proAB)/F'[traD36,proAB+,lac 1q, lacZΔM15] 

This work 

Plasmids   

pK18 Starting plasmid containing strong promoter tac, Used as a 
gene booster; KmR This work 

pUC19 Starting plasmid, used as gene knockout; ApR This laboratory 

pCDFDuet-1 The starting plasmid, which is used to provide the Smr gene 
required for knockout; SmR This laboratory 

pK18-phaC1 Recombinant plasmids for overexpression of the phaC1 gene; 
KmR  This work 

pK18-phaC2 Recombinant plasmids for overexpression of the phaC1 gene; 
KmR This work 

pUC19-C1ZC2 Recombinant plasmids, knocked out intermediate plasmids 
containing the phaC1-phaZ-phaC2 gene; ApR; SmR This work 

pUC19-C1ZC2-smr Recombinant plasmid, knockout intermediate plasmid contain-
ing the phaC1-phaZR-smr-phaZF-phaC2 gene; ApR; SmR This work 

Table S2. Primers used in this study. 

Primers Description Source 
phaC1-F CGGATCCCCGGGTACCGGGACAACGGAGCGTCGTAG This work 
phaC1-R ACGAATTCGAGCTCGGCGGAACACGAAGGGGCTGGG This work 
phaC2-F CTTGGTCGGTCATTTGGCAATCTGCAGCAGGCAGTC This work 
phaC2-R GGACTCTGGGGTTCGGTTCGGCTCGCCACGTTCGTT This work 

tac-phaC1-F GATAAGCCCGGATCCCCGGGTACCGGGACA This work 
tac-phaC1-R ACGAATTCGAGCTCGGCGGAACACGAAGGGGCTGGG This work 
tac-phaC2-F CGGTCATTTGGCAATCTGCAGCAGG This work 
tac-phaC2-R TCGCTCTCGTCGATCCACT This work 
q-phaC1-F TGTTCCGCAACGACCTGCTA This work 
q-phaC1-R GAATCGCACCAGGCTCTTGTCC This work 
q-phaC2-F CGTCCGTTTCGCCGATCCCA This work 
q-phaC2-R TCGCTCTCGTCGATCCACT This work 
q-phaZ-F CCTTCGTGTTCCGCACCAT This work 
q-phaZ-R ACGTCGAAGGCGATCACCTC This work 
pC1ZC2-F GACGGCCAGTGAATTGGGAACAACGACACCACGCGCCTGCC This work 
pC1ZC2-R TGATTACGCCAAGCTAGCAGGTCGTCGATCAGGTGGCGCAG This work 

Smr-F GACCCTGCGCACCGCGACATAAGCGGCTATTTAACGACCC This work 
Smr-R TGGAGGTAGCGCCGCGCCGCAGTCTCACGCCCGGAGCGTA This work 

 


