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Supplementary Figure S1. Sequence analyses of the GmPALI.1 gene from the soybean cultivar Xiang-
dou No. 3. (A) Gene structure of GmPALI.1. (B, C) Structure analysis of the GmPALI1.1 protein. The SSG
triad motif and other conserved active sites were highlighted in blue and green. Gm, Glycine max; Gs,
Glycine soja; Am, Astragalus mongholicus; Mt, Medicago truncatula; Rp, Robinia pseudoacacia; Ap,
Abrus precatorius; Vu, Vigna unguiculate; Mp, Mucuna pruriens; Ss, Spatholobus suberectus; Cc, Caja-
nus cajan.




