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Table S1. Results of the shotgun proteomics analysis of male Atlantic Cod (Gadus morhua) proteins
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Description

Tectorin alpha OS=Gadus morhua OX=8049 PE=4 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Otogelin OS=Gadus morhua OX=8049 PE=4 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
Apolipoprotein Bb, tandem duplicate 1 OS=Gadus morhua OX=8049 PE=4
Sv=1

Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1
SV=2

Otolin 1a OS=Gadus morhua OX=8049 PE=4 SV=1

Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6
Filamin B OS=Gadus morhua OX=8049 GN=FLNB PE=3 SV=1
Fibronectin OS=Gadus morhua OX=8049 GN=fn1b PE=4 SV=1

Spectrin alpha, non-erythrocytic 1 OS=Gadus morhua OX=8049 GN=SPTAN1
PE=3 SV=1

Plasminogen OS=Gadus morhua OX=8049 GN=plg PE=3 SV=1

Dynein, cytoplasmic 1, heavy chain 1 OS=Gadus morhua OX=8049
GN=DYNCI1HI PE=3 SV=1

Myosin, heavy chain 9b, non-muscle OS=Gadus morhua OX=8049
GN=myh9b PE=3 SV=1

Uncharacterized LOC115542114 OS=Gadus morhua OX=8049 GN=si:ch211-
243g18.2 PE=3 SV=1

Keratin, type I cytoskeletal 18-like OS=Gadus morhua OX=8049
GN=LOC115539991 PE=3 SV=1

Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3
Keratin 8 OS=Gadus morhua OX=8049 PE=3 SV=1
Alpha-2-macroglobulin-like OS=Gadus morhua OX=8049
GN=LOC115560909 PE=3 SV=1

Thrombospondin 1b OS=Gadus morhua OX=8049 GN=thbs1b PE=3 SV=1
Intermediate filament protein ON3-like OS=Gadus morhua OX=8049
GN=si:dkey-222f2.1 PE=3 SV=1

Pyruvate carboxylase OS=Gadus morhua OX=8049 GN=pc PE=4 SV=1
Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6
Transitional endoplasmic reticulum ATPase OS=Gadus morhua OX=8049
GN=vcp PE=3 SV=1

Keratin 94 OS=Gadus morhua OX=8049 PE=3 SV=1

ATP synthase subunit alpha OS=Gadus morhua OX=8049 GN=atp5fal PE=3
SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1
Fibrinogen gamma chain OS=Gadus morhua OX=8049 GN=fgg PE=4 SV=1
Prothrombin OS=Gadus morhua OX=8049 PE=4 SV=1

72 kDa type IV collagenase OS=Gadus morhua OX=8049 PE=3 SV=1
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Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1

Neurocan b OS=Gadus morhua OX=8049 PE=4 SV=1

Protein disulfide-isomerase OS=Gadus morhua OX=8049 PE=3 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Matrilin 4 OS=Gadus morhua OX=8049 PE=4 SV=1

Apolipoprotein Eb OS=Gadus morhua OX=8049 GN=apoeb PE=3 SV=1
Protein disulfide-isomerase OS=Gadus morhua OX=8049 GN=pdia3 PE=3
Sv=1

Aggrecan core protein-like OS=Gadus morhua OX=8049 GN=LOC115559095
PE=4 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Aspartate aminotransferase OS=Gadus morhua OX=8049 GN=got2b PE=3
Sv=1

Decorin OS=Gadus morhua OX=8049 GN=lum PE=3 SV=1

Interferon stimulated exonuclease gene 20-like 2 OS=Gadus morhua OX=8049
GN=isg2012 PE=4 SV=1

Sodium/potassium-transporting ATPase subunit alpha OS=Gadus morhua
0X=8049 GN=atpla3b PE=3 SV=1

Chondroadherin-like b OS=Gadus morhua OX=8049 GN=chadlb PE=3 SV=1
SERPIN domain-containing protein OS=Gadus morhua OX=8049 PE=3 SV=1
Keratin 8 OS=Gadus morhua OX=8049 PE=3 SV=1

Adaptor related protein complex 3 subunit delta 1 OS=Gadus morhua
0X=8049 PE=3 SV=1

SERPIN domain-containing protein OS=Gadus morhua OX=8049 PE=3 SV=1
AP-3 complex subunit beta OS=Gadus morhua OX=8049 GN=ap3b2 PE=3
SvV=1

Fibrinogen beta chain OS=Gadus morhua OX=8049 GN=fgb PE=4 SV=1
Procollagen-lysine 5-dioxygenase OS=Gadus morhua OX=8049 GN=plod3
PE=4 SV=1

Sodium/potassium-transporting ATPase subunit beta OS=Gadus morhua
0X=8049 GN=atp1lblb PE=3 SV=1

Nucleolin OS=Gadus morhua OX=8049 PE=4 SV=1

78 kDa glucose-regulated protein OS=Gadus morhua OX=8049 GN=hspa5
PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1
Eukaryotic translation elongation factor 2 OS=Gadus morhua OX=8049
GN=eef2 PE=3 SV=1

Carboxylic ester hydrolase OS=Gadus morhua OX=8049 PE=3 SV=1

Serpin peptidase inhibitor, clade C (antithrombin), member 1 OS=Gadus
morhua OX=8049 GN=serpincl PE=3 SV=1

Sodium/potassium-transporting ATPase subunit alpha OS=Gadus morhua
0X=8049 GN=atplala.l PE=3 SV=1

Uncharacterized LOC115541375 OS=Gadus morhua OX=8049
GN=LOC115541375 PE=4 SV=1

Secreted protein, acidic, cysteine-rich (osteonectin) OS=Gadus morhua
0X=8049 GN=sparc PE=3 SV=1

Protein Z-dependent protease inhibitor-like OS=Gadus morhua OX=8049
GN=LOC115534600 PE=3 SV=1

Plectin b OS=Gadus morhua OX=8049 PE=4 SV=1

Aconitate hydratase, mitochondrial OS=Gadus morhua OX=8049 GN=ACO2
PE=3 SV=1

Hemoglobin alpha 1 OS=Gadus morhua OX=8049 GN=HbA1 PE=2 SV=1
SERPIN domain-containing protein OS=Gadus morhua OX=8049 PE=3 SV=1
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B3F9E2
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Alpha-2-HS-glycoprotein-like OS=Gadus morhua OX=8049
GN=LOC115555905 PE=4 SV=1

Heat shock protein 90, alpha (cytosolic), class A member 1, tandem duplicate 2
0OS=Gadus morhua OX=8049 PE=3 SV=I

Hyaluronan and proteoglycan link protein 1-like OS=Gadus morhua OX=8049
GN=LOC115545700 PE=4 SV=1

Glypican-1 OS=Gadus morhua OX=8049 GN=gpclb PE=3 SV=1

Tubulin beta chain OS=Gadus morhua OX=8049 GN=tubb6 PE=3 SV=1
Hypoxia up-regulated 1 OS=Gadus morhua OX=8049 GN=hyoul PE=3 SV=1
Carboxypeptidase E OS=Gadus morhua OX=8049 GN=cpe PE=3 SV=1
Triosephosphate isomerase OS=Gadus morhua OX=8049 PE=3 SV=1
Tectorin beta OS=Gadus morhua OX=8049 PE=4 SV=1

Clusterin OS=Gadus morhua OX=8049 GN=clu PE=3 SV=1

Ubiquitin-like modifier activating enzyme 1 OS=Gadus morhua OX=8049
GN=ubal PE=3 SV=1

Glutathione S-transferase OS=Gadus morhua OX=8049 PE=3 SV=1
Apolipoprotein A-IV-like OS=Gadus morhua OX=8049 GN=LOC115535852
PE=3 SV=1

Angiotensinogen OS=Gadus morhua OX=8049 PE=3 SV=1

Endoplasmin-like OS=Gadus morhua OX=8049 GN=LOC115550943 PE=3
SvV=1

High density lipoprotein binding protein a OS=Gadus morhua OX=8049 PE=4
Sv=1

Cochlin OS=Gadus morhua OX=8049 PE=4 SV=1

Aldehyde dehydrogenase 1 family, member A3 OS=Gadus morhua OX=8049
GN=aldhla3 PE=3 SV=1

Protein disulfide-isomerase OS=Gadus morhua OX=8049 GN=pdia4 PE=3
Sv=1

Hemoglobin alpha chain OS=Gadus morhua OX=8049 PE=3 SV=1

Citrate synthase OS=Gadus morhua OX=8049 GN=cs PE=3 SV=1

Spectrin repeat containing, nuclear envelope 1b OS=Gadus morhua OX=8049
PE=3 SV=1

Unconventional myosin-VI OS=Gadus morhua OX=8049 GN=MYO6 PE=3
SvV=1

Neuroblast differentiation-associated protein AHNAK-like OS=Gadus morhua
0X=8049 GN=LOC115544456 PE=4 SV=1

Hemopexin-like OS=Gadus morhua OX=8049 GN=LOC115542094 PE=4
Sv=1

Fatty acid synthase OS=Gadus morhua OX=8049 PE=4 SV=1

Vesicle-fusing ATPase OS=Gadus morhua OX=8049 GN=nsfa PE=3 SV=1
ATP synthase subunit b OS=Gadus morhua OX=8049 GN=atp5pb PE=3 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
Transcription factor-like 5 protein OS=Gadus morhua OX=8049
GN=LOC115545896 PE=4 SV=1

Acetyltransferase component of pyruvate dehydrogenase complex OS=Gadus
morhua OX=8049 GN=DLAT PE=3 SV=1

Coagulation factor XIII, A1 polypeptide b OS=Gadus morhua OX=8049 PE=3
Sv=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
Acetoacetyl-CoA synthetase OS=Gadus morhua OX=8049 GN=si:dkey-
215k6.1 PE=3 SV=1

Prominin 2 OS=Gadus morhua OX=8049 GN=prom2 PE=3 SV=1
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IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein

AO0A8CAZAZT
A8CZB9

AOASC4ZQU1
AOASCSAIVY

AO0A8C4ZBIJ9

AO0A8C4ZT52
AOA8C4YZP8
AO0A8C5CI72

AOA8C4ZFE7
AOA8C5FMES
AO0A8C4ZHL1
AO0A8C4Z7S3
AO0ABC5CCT77

AOASC4Z6G9
cRAP_P00761
AOA8C4Z8Q6

AO0A8CA4ZKE4
AOA8C5B707

AO0A8C4ZID9
AO0A8CSFIW7
AO0ABC5CSQ7
A0ABC4Z0G7

AO0A8C5F686
A0A8C4ZKZ3
AOA8CSFVF2
A0A8C5C226

AOA8C5FNK1
AOA8C5ASU7

AO0A8C4ZFI16
A0A8C4ZP64

AO0A8C4ZEHS
AO0A8C5A919
A0A8C4ZPM4
AO0ABC4ZX28

AOA8CS5FXTO

Fib_alpha domain-containing protein OS=Gadus morhua OX=8049 PE=4
Sv=1

Carbonyl reductase (NADPH) OS=Gadus morhua OX=8049 GN=cbrl PE=2
SvV=1

Coatomer subunit alpha OS=Gadus morhua OX=8049 PE=4 SV=1
Insulin-like growth factor 2 receptor OS=Gadus morhua OX=8049 GN=igf2r
PE=4 SV=1

Anaphylatoxin-like domain-containing protein OS=Gadus morhua OX=8049
PE=4 SV=1

Spectrin beta chain OS=Gadus morhua OX=8049 GN=SPTBN1 PE=3 SV=1
Malate dehydrogenase OS=Gadus morhua OX=8049 GN=MDH]1 PE=3 SV=1
Glutamine synthetase OS=Gadus morhua OX=8049 GN=LOC115549024
PE=3 SV=1

Serpin peptidase inhibitor, clade D (heparin cofactor), member 1 OS=Gadus
morhua OX=8049 PE=3 SV=1

Hydroxyacyl-CoA dehydrogenase trifunctional multienzyme complex subunit
beta OS=Gadus morhua OX=8049 GN=hadhb PE=3 SV=1

Serpin peptidase inhibitor, clade G (C1 inhibitor), member 1 OS=Gadus
morhua OX=8049 PE=3 SV=1

AP-3 complex subunit mu-2 OS=Gadus morhua OX=8049 GN=ap3m2 PE=3
SvV=1

Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1
0OS=Gadus morhua OX=8049 PE=3 SV=1

EH-domain containing 1a OS=Gadus morhua OX=8049 PE=4 SV=1

Trypsin OS=Sus scrofa PE=1 SV=1

60 kDa heat shock protein, mitochondrial OS=Gadus morhua OX=8049 PE=3
Sv=1

Tropomyosin alpha-3 chain-like OS=Gadus morhua OX=8049
GN=LOC115554335 PE=3 SV=1

Stress-70 protein, mitochondrial OS=Gadus morhua OX=8049 GN=hspa9
PE=3 SV=1

Peroxiredoxin-5 OS=Gadus morhua OX=8049 GN=prdx5 PE=3 SV=1
Cytoskeleton associated protein 4 OS=Gadus morhua OX=8049 PE=4 SV=1
Fetuin B OS=Gadus morhua OX=8049 GN=fetub PE=4 SV=1

T-complex protein 1 subunit gamma OS=Gadus morhua OX=8049 GN=cct3
PE=3 SV=1

Calreticulin OS=Gadus morhua OX=8049 PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1
Myosin-9-like OS=Gadus morhua OX=8049 GN=LOC115540203 PE=3 SV=1
Keratin, type I cytoskeletal 13-like OS=Gadus morhua OX=8049
GN=LOC115534825 PE=4 SV=1

Apolipoprotein A-Ta OS=Gadus morhua OX=8049 GN=apoala PE=3 SV=1
MICOS complex subunit MIC60 OS=Gadus morhua OX=8049 GN=immt
PE=3 SV=1

Bifunctional 3'-phosphoadenosine 5'-phosphosulfate synthase 2-like
0OS=Gadus morhua OX=8049 GN=LOC115559783 PE=3 SV=1
Vitellogenin-2-like OS=Gadus morhua OX=8049 GN=LOC115555766 PE=4
Sv=1

Transketolase b OS=Gadus morhua OX=8049 PE=4 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
Collagenase 3 OS=Gadus morhua OX=8049 GN=mmp30 PE=3 SV=1
Protein disulfide-isomerase A6 OS=Gadus morhua OX=8049 GN=pdia6 PE=3
Sv=1

HECT-type E3 ubiquitin transferase OS=Gadus morhua OX=8049
GN=HUWE] PE=4 SV=1
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5.58
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491
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527
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69.24
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43.91
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56.7
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42.92

40.24
274.85
30.42

37.57
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34.95
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IsMasterProtein
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IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein

AOA8C5F3L3
AO0ABC5AJ03
AOA8C4YVQ7

AOA8C5A144
AOA8C4ZBT5

AOA8C5C4N4

AOASC4YVK4
AOASC5B6G1
AOASCAZI04
AOASCSFF90
AOAS8C5AQPS
ASCZCY
AOASCSFR30
AOASC5CMIS
AOASC4ZNP4

AO0A8C5ASMO
AOA8C5ATUS

AO0A8C4ZLQ2
AOA8CSFBL8
AOA8C4ZNJ6

AOA8C5BX15
AOAS8CSFEX0

AOA8C5BDKO
AOA8C5BAZS
AQA8C4Z6C0O
AOAS8C5D2A7

AOQA8C5CTT6
AO0A8C5B065

AOA8C5BZV6
AO0A8C4Z702
AOA8CS5FN23
AO0A8C5C7Q2
AO0A8CS5AID1
AOA8CSFKI8

AOA8C5F477

A0A8C4ZQG1
AOA8C5A766
AOA8C4YUXS8

AO0A8C4ZGV9
AOA8C4ZKHS
AOA8C5B042

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1

RNA helicase OS=Gadus morhua OX=8049 GN=evplb PE=3 SV=1

Vacuolar proton pump subunit B OS=Gadus morhua OX=8049 GN=atp6v1ba
PE=3 SV=1

Fructose-bisphosphate aldolase OS=Gadus morhua OX=8049 PE=3 SV=1
Serotransferrin OS=Gadus morhua OX=8049 GN=LOC115548408 PE=3
Sv=1

Acetyl-CoA acetyltransferase 1 OS=Gadus morhua OX=8049 GN=acat] PE=3
SvV=1

Secreted phosphoprotein 24 OS=Gadus morhua OX=8049 PE=3 SV=1
Dachsous cadherin-related 1b OS=Gadus morhua OX=8049 PE=4 SV=1
SCO-spondin OS=Gadus morhua OX=8049 PE=3 SV=1

Clathrin heavy chain OS=Gadus morhua OX=8049 PE=3 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Elongation factor 1-alpha OS=Gadus morhua OX=8049 PE=2 SV=1

Golgin A4 OS=Gadus morhua OX=8049 GN=golga4 PE=4 SV=1

Vinculin OS=Gadus morhua OX=8049 GN=VCL PE=3 SV=1

Serine protease inhibitor 2.1-like OS=Gadus morhua OX=8049
GN=LOC115553729 PE=3 SV=1

Deoxyribonuclease II OS=Gadus morhua OX=8049 GN=dnase2 PE=3 SV=1
Vascular cell adhesion protein 1-like OS=Gadus morhua OX=8049
GN=LOC115529122 PE=4 SV=1

Chitobiase, di-N-acetyl- OS=Gadus morhua OX=8049 GN=ctbs PE=3 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Ribosomal protein, large, PO OS=Gadus morhua OX=8049 GN=rplp0 PE=3
Sv=1

Cadherin-2-like OS=Gadus morhua OX=8049 GN=CDH2 PE=4 SV=1

EGF containing fibulin extracellular matrix protein 2a OS=Gadus morhua
0X=8049 GN=efemp2a PE=4 SV=1

Early endosome antigen 1 OS=Gadus morhua OX=8049 GN=eeal PE=4 SV=1
Solute carrier family 12 member 2 OS=Gadus morhua OX=8049 PE=3 SV=1
Vitronectin b OS=Gadus morhua 0X=8049 GN=vtnb PE=4 SV=1

L-lactate dehydrogenase OS=Gadus morhua OX=8049 GN=LOC115541542
PE=3 SV=1

Prosaposin OS=Gadus morhua OX=8049 GN=psap PE=4 SV=1

HERV-H LTR-associating 1 OS=Gadus morhua OX=8049 GN=HHLA1 PE=4
SvV=1

HECT-type E3 ubiquitin transferase OS=Gadus morhua OX=8049 PE=4 SV=1
Peroxiredoxin-1 OS=Gadus morhua OX=8049 GN=prdx2 PE=3 SV=1
Glutamine--tRNA ligase OS=Gadus morhua OX=8049 GN=qars1 PE=3 SV=1
Dystonin OS=Gadus morhua OX=8049 GN=DST PE=4 SV=1
Aminopeptidase OS=Gadus morhua OX=8049 GN=anpepb PE=3 SV=1

Heat shock protein 90, alpha (cytosolic), class A member 1, tandem duplicate 2
0OS=Gadus morhua OX=8049 PE=3 SV=1

Rab GDP dissociation inhibitor OS=Gadus morhua OX=8049 GN=GDI2 PE=3
SV=1

Apolipoprotein Ba OS=Gadus morhua OX=8049 GN=apoba PE=4 SV=1
Plectin a OS=Gadus morhua OX=8049 GN=pleca PE=4 SV=1

Pyruvate dehydrogenase E1 component subunit beta OS=Gadus morhua
0X=8049 GN=pdhb PE=4 SV=1

Calreticulin OS=Gadus morhua OX=8049 PE=3 SV=1

Anterior gradient 2 OS=Gadus morhua OX=8049 GN=agr2 PE=4 SV=1
Histone H4 OS=Gadus morhua OX=8049 PE=3 SV=1
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IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
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IsMasterProtein
IsMasterProtein

IsMasterProtein
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IsMasterProtein

AOABCSFBY3
AOASC5C0Q4
AOABC5B3F4
AOASCSAGAS

AOA8C5CFK4
AOA8C5AUM7

AO0A8C5FD21
AOA8C5FH89
AOA8C5BVUS
AO0A8C4Z9P1
AOA8C5CKI2

AO0A8C5BRQ2
AOA8C5BL35

P83856
AO0A8C5D7F3
AOA8C5ABQ8

AOA8C5AONS
AO0A8C5CDLS

A0ASC5CYD3
AOASC5BQ64
AOA8CSF488

AOASCAYWO06

Q56TUO
AOASC5CTWT

AO0A8C4ZACS
AOA8C5AX27

AOA8C5BRMO

AO0A8C5CW40
AO0A8C5CVK9

AOA8CSFKW8
AO0A8C5CXW3
AO0A8C5B7J2

AOA8C5ALM2
AO0A8C4ZSI7
AOA8C5A7M9
AOA8C5F3W4

Aconitate hydratase, mitochondrial OS=Gadus morhua OX=8049 PE=3 SV=1
Lamin B2 OS=Gadus morhua OX=8049 PE=3 SV=1

Kinesin family member 1Aa OS=Gadus morhua OX=8049 PE=3 SV=1
Complement component C9 OS=Gadus morhua OX=8049
GN=LOC115531106 PE=3 SV=1

Spectrin beta chain OS=Gadus morhua OX=8049 GN=LOC115559640 PE=3
Sv=1

ATP-binding cassette, sub-family B (MDR/TAP), member 7 OS=Gadus
morhua OX=8049 GN=ABCB7 PE=4 SV=1

Ribosomal protein L4 OS=Gadus morhua OX=8049 GN=rpl4 PE=3 SV=1
Glucose-6-phosphate isomerase OS=Gadus morhua OX=8049 PE=3 SV=1
Myosin VAa OS=Gadus morhua OX=8049 GN=myo5aa PE=3 SV=1
Pentaxin OS=Gadus morhua OX=8049 GN=LOC115554653 PE=3 SV=1
T-complex protein 1 subunit theta OS=Gadus morhua OX=8049 GN=cct8
PE=3 SV=1

Annexin OS=Gadus morhua OX=8049 PE=3 SV=1

Thymidine phosphorylase OS=Gadus morhua OX=8049 GN=LOC115542463
PE=3 SV=1

Kininogen (Fragment) OS=Gadus morhua OX=8049 PE=1 SV=1
Protein-tyrosine-phosphatase OS=Gadus morhua OX=8049 PE=3 SV=1
RNA polymerase II subunit G OS=Gadus morhua OX=8049 GN=polr2g PE=4
Sv=1

Legumain OS=Gadus morhua OX=8049 PE=3 SV=1

Complement factor B-like OS=Gadus morhua OX=8049 GN=LOC115546677
PE=4 SV=1

Bromodomain adjacent to zinc finger domain, 1B OS=Gadus morhua
0X=8049 GN=bazlb PE=4 SV=1

Inactive carboxypeptidase-like protein X2 OS=Gadus morhua OX=8049
GN=si:ch1073-459j12.1 PE=3 SV=1

Adhesion G protein-coupled receptor G6 OS=Gadus morhua OX=8049 PE=3
Sv=1

40S ribosomal protein S3a OS=Gadus morhua OX=8049 GN=rps3a PE=3
Sv=1

Type-4 ice-structuring protein OS=Gadus morhua OX=8049 PE=2 SV=1
Cytochrome b-c1 complex subunit 2, mitochondrial OS=Gadus morhua
0X=8049 GN=LOC115530818 PE=4 SV=1

Complement component 6 OS=Gadus morhua OX=8049 GN=c6 PE=3 SV=1
Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa
subunit OS=Gadus morhua OX=8049 GN=ddost PE=3 SV=1
Glyceraldehyde-3-phosphate dehydrogenase OS=Gadus morhua OX=8049
GN=gapdhs PE=3 SV=1

Coatomer subunit gamma OS=Gadus morhua OX=8049 PE=3 SV=1
Aldolase II domain-containing protein OS=Gadus morhua OX=8049 PE=3
SvV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Teneurin transmembrane protein 4 OS=Gadus morhua OX=8049 PE=3 SV=1
Multiple inositol polyphosphate phosphatase 1 OS=Gadus morhua OX=8049
GN=LOC115559836 PE=3 SV=1

IF rod domain-containing protein OS=Gadus morhua OX=8049 PE=4 SV=1
Ribosomal protein S4 X-linked OS=Gadus morhua OX=8049 PE=3 SV=1
Apolipoprotein A-II OS=Gadus morhua OX=8049 GN=apoa2 PE=4 SV=1
ST13 Hsp70 interacting protein OS=Gadus morhua OX=8049 GN=st13 PE=3
SvV=1
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IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

AOA8C4YTR2
AOA8C5B153

AO0ABC5BK27
AOA8C5BLF8

AOA8C5BEV6

AOA8C5AURS
AOQA8C5CS68

AOA8C5CRJ4
AO0A8CSFRQ7

AOA8C5A3A6
AO0A8C5C047

AO0ABC4ZSV3
AOASCSAAW2
AO0A8C5C6US

AOA8C4ZWLS
AOA8C5F8Y0

AOA8C5BLE6

AOA8CSFVM7
AOA8CSFET6

AOASC5AZEO
AOASC4ZQWY

AO0ABC4ZKS56
AOQA8CS5F4N2

AO0A8C4Z9R4
AO0A8C5BJU1

AOA8C5BF97
AOA8C5B0Y6

AO0A8CS5FSW9
AO0A8C5BI75

AOA8C5BV46
AOA8CSFNF2
AOA8CS5F6L1

AO0A8C4ZT09

UDP-glucose glycoprotein glucosyltransferase 1 OS=Gadus morhua OX=8049
PE=3 SV=1

Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase
complex OS=Gadus morhua OX=8049 GN=dbt PE=3 SV=1

Ryanodine receptor 1b (skeletal) OS=Gadus morhua OX=8049 PE=4 SV=1
F5/8 type C domain-containing protein OS=Gadus morhua OX=8049 PE=3
Sv=1

Elastin microfibril interfacer 1b OS=Gadus morhua OX=8049 GN=emilinlb
PE=4 SV=1

HELP domain-containing protein OS=Gadus morhua OX=8049 PE=4 SV=1
Glutathione transferase OS=Gadus morhua OX=8049 GN=LOC115559880
PE=3 SV=1

Isocitrate dehydrogenase [NAD] subunit, mitochondrial OS=Gadus morhua
0X=8049 GN=LOC115558864 PE=3 SV=1

Glyceraldehyde-3-phosphate dehydrogenase OS=Gadus morhua OX=8049
PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1
Collagen, type I, alpha 1b OS=Gadus morhua OX=8049 GN=collalb PE=4
SvV=1

Creatine kinase OS=Gadus morhua OX=8049 GN=LOC115551044 PE=3
SvV=1

PACT_coil_coil domain-containing protein OS=Gadus morhua OX=8049
PE=4 SV=1

Syndecan binding protein (syntenin) 2 OS=Gadus morhua OX=8049
GN=sdcbp2 PE=4 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1

ATP synthase subunit O, mitochondrial OS=Gadus morhua OX=8049 PE=3
SvV=1

Zinc finger protein 609-like OS=Gadus morhua OX=8049
GN=LOC115558355 PE=4 SV=1

DNA topoisomerase OS=Gadus morhua OX=8049 PE=3 SV=1

268 proteasome regulatory subunit 7 OS=Gadus morhua OX=8049
GN=PSMC2 PE=3 SV=1

Calnexin OS=Gadus morhua OX=8049 PE=3 SV=1

High mobility group box 2a OS=Gadus morhua OX=8049 GN=hmgb2a PE=4
Sv=1

Arrestin domain containing 1a OS=Gadus morhua OX=8049 GN=arrdcla
PE=3 SV=1

Phosphopyruvate hydratase OS=Gadus morhua OX=8049 GN=enola PE=3
Sv=1

Creatine kinase OS=Gadus morhua OX=8049 GN=CKM PE=3 SV=1
Phosphorylase b kinase regulatory subunit OS=Gadus morhua OX=8049
GN=PHKA2 PE=3 SV=1

Eukaryotic translation initiation factor 3 subunit C OS=Gadus morhua
0X=8049 GN=EIF3C PE=3 SV=1

Pyruvate dehydrogenase E1 component subunit alpha OS=Gadus morhua
0X=8049 PE=4 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1
NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Gadus
morhua OX=8049 GN=LOC115542279 PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1

Clq domain-containing protein OS=Gadus morhua OX=8049 PE=4 SV=1
Fructose-bisphosphate aldolase OS=Gadus morhua OX=8049 PE=3 SV=1
Ankyrin 3a OS=Gadus morhua OX=8049 PE=4 SV=1
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24

47.8

42.7
137.4

96.9
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25.75
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17.53
18.14

28.13
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37.29

28.28
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3.32E+18
3.68E+18
3.81E+18
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IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

AOA8C5FQF0

AOA8C5ARR7
AQA8C4Z5BS

AOA8C5B195

AOA8C5B988
AO0A8C4ZHI6
AO0A8C4ZKD5

AOA8C5CS77
AOA8C5ASF7

AOA8C5F6E6

AO0A8C5C0J0O
AOA8C5B7W3
AOA8C4ZCM9
AQA8C4ZXA3

AO0A8C5F524
AOA8C5BD17

AO0A8C5CIL1
AO0A8C5BD06
AOA8C5BOW2

AOA8C5F4RS
AOA8C5D935

AOA8C5BRM3
AOA8C5B417

AOA8C5ATV3

AOA8C4ZEA1
AO0A8C5BT07

AOA8C5BF41
AOA8C4ZN86

AO0A8C4ZT40
AOA8C4ZF86

AOA8C5BCZS
AO0A8C5B753
AOA8C5CTK9
AO0A8C5DI1F7
AOABC5AWS7
A0A8C4Z2M4
AO0A8C5B226

Tetratricopeptide repeat domain 34 OS=Gadus morhua OX=8049 GN=ttc34
PE=4 SV=1

Ribosomal protein OS=Gadus morhua OX=8049 GN=rpl10a PE=3 SV=1
Dnal heat shock protein family (Hsp40) member C13 OS=Gadus morhua
0X=8049 GN=dnajc13 PE=4 SV=1

Sushi-repeat containing protein X-linked OS=Gadus morhua OX=8049
GN=srpx PE=4 SV=1

Growth arrest-specific 6 OS=Gadus morhua OX=8049 PE=4 SV=1
Sulfhydryl oxidase OS=Gadus morhua OX=8049 PE=3 SV=1

Retinol binding protein 4, plasma OS=Gadus morhua OX=8049 GN=rbp4
PE=3 SV=1

H15 domain-containing protein OS=Gadus morhua OX=8049 PE=3 SV=1
T-complex protein 1 subunit beta OS=Gadus morhua OX=8049 GN=cct2
PE=3 SV=1

60S ribosomal protein L27 OS=Gadus morhua OX=8049 GN=rpl27 PE=3
SvV=1

Transmembrane serine protease 9 OS=Gadus morhua OX=8049 PE=4 SV=1
Laminin, alpha 4 OS=Gadus morhua OX=8049 PE=4 SV=1

Cingulin b OS=Gadus morhua OX=8049 PE=4 SV=1

Peptidyl-prolyl cis-trans isomerase OS=Gadus morhua OX=8049
GN=LOC115531931 PE=3 SV=1

40S ribosomal protein S9 OS=Gadus morhua OX=8049 GN=rps9 PE=3 SV=1
Ubiquitin carboxyl-terminal hydrolase 7 OS=Gadus morhua OX=8049 PE=3
SvV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

SERPIN domain-containing protein OS=Gadus morhua OX=8049 PE=3 SV=1
Proteasome 26S subunit, ATPase 5 OS=Gadus morhua OX=8049 GN=psmc5
PE=3 SV=1

Fibrinogen C-terminal domain-containing protein OS=Gadus morhua
0X=8049 PE=4 SV=1

General transcription factor IIIC subunit 1 OS=Gadus morhua OX=8049
GN=gtf3cl PE=4 SV=1

RNA helicase OS=Gadus morhua OX=8049 PE=3 SV=1

Protein AMBP OS=Gadus morhua OX=8049 GN=LOC115538969 PE=3
Sv=1

Succinyl-CoA:3-ketoacid-coenzyme A transferase OS=Gadus morhua
0X=8049 GN=oxctla PE=3 SV=1

Glucosidase, alpha; neutral AB OS=Gadus morhua OX=8049 PE=3 SV=1
40S ribosomal protein S18 OS=Gadus morhua OX=8049 GN=rps18 PE=3
SvV=1

40S ribosomal protein S19 OS=Gadus morhua OX=8049 PE=3 SV=1
Palmitoyl-protein thioesterase 1 OS=Gadus morhua OX=8049 GN=ppt1 PE=3
Sv=1

H15 domain-containing protein OS=Gadus morhua OX=8049 PE=3 SV=1
Ubiquitin-40S ribosomal protein S27a OS=Gadus morhua OX=8049
GN=rps27a PE=3 SV=1

Lipase, gastric OS=Gadus morhua OX=8049 GN=lipf PE=4 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Ezrin a OS=Gadus morhua OX=8049 GN=ezra PE=4 SV=1

WW domain-containing protein OS=Gadus morhua OX=8049 PE=4 SV=1
Lamin-A-like OS=Gadus morhua OX=8049 GN=LOC115535752 PE=3 SV=1
Tetraspanin OS=Gadus morhua OX=8049 GN=cd81a PE=3 SV=1
40S_SA_C domain-containing protein OS=Gadus morhua OX=8049 PE=3
Sv=1
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IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein

IsMasterProtein

IsMasterProtein
IsMasterProtein
IsMasterProtein
IsMasterProtein

AOA8C5A5K3
AOA8C5ACK3
AOA8C5AKA48

AOA8CSFIES
AOA8CSFD89

AOA8C4ZCL5
AO0ABC4ZYP9
AOA8C5A395

AOA8C5BANG6
AO0A8C5AHDO

AOASCSAFU2
AOASCSCT12
AOASCSBIQS

AOA8C5CHV7
A0A8C4Z0U1
AOA8C5FK29
AO0A8C5BGI3

AO0A8C4ZWW9

AOABCSFS69
AOA8CSFTZ2
AOA8C5BIWO

AO0A8C5BYD6
AO0ABC5B8H6
AO0ABC4ZRZ7
AO0A8C4ZU59
AO0ABC4Z383
AOA8C5AX36

AOA8C5ADL4
AO0A8C5B260

AOASC5AQS7

AOA8C5BDE3
AOA8C5AA24

AOABCSFNCO

AO0A8C5B239
A0A8C4Z2KS5
AOA8C5AQ01
AO0A8C5B9Q5

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1

Annexin OS=Gadus morhua OX=8049 GN=anxa3b PE=3 SV=1
LPS-responsive vesicle trafficking, beach and anchor containing OS=Gadus
morhua OX=8049 PE=4 SV=1

Cathepsin H OS=Gadus morhua OX=8049 GN=CTSH PE=3 SV=1

Alpha-1,4 glucan phosphorylase OS=Gadus morhua OX=8049 GN=pygm
PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1
Asparaginase OS=Gadus morhua OX=8049 PE=4 SV=1

Hephaestin-like protein 1 OS=Gadus morhua OX=8049 GN=LOC115547043
PE=3 SV=1

Hexokinase OS=Gadus morhua OX=8049 GN=LOC115540429 PE=3 SV=1
DNA-directed RNA polymerase subunit OS=Gadus morhua OX=8049
GN=polrla PE=3 SV=1

Ribosomal S7 domain-containing protein OS=Gadus morhua OX=8049 PE=3
Sv=1

Chloride intracellular channel protein OS=Gadus morhua OX=8049 GN=clic4
PE=3 SV=1

Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial
0OS=Gadus morhua OX=8049 GN=sdha PE=3 SV=1

Copine-1-like OS=Gadus morhua OX=8049 GN=CPNEI PE=3 SV=1
Isoleucine--tRNA ligase OS=Gadus morhua OX=8049 PE=3 SV=1

E3 ubiquitin-protein ligase OS=Gadus morhua OX=8049 PE=3 SV=1
Vacuolar protein sorting-associated protein 4B-like OS=Gadus morhua
0X=8049 GN=LOC115556024 PE=3 SV=1

EF-hand calcium binding domain 7 OS=Gadus morhua OX=8049 GN=efcab7
PE=3 SV=1

Endoplasmic reticulum protein 44 OS=Gadus morhua OX=8049 PE=4 SV=1
High mobility group box 1 OS=Gadus morhua OX=8049 PE=3 SV=1
Myosin, heavy chain 14, non-muscle OS=Gadus morhua OX=8049 PE=3
Sv=1

Dynein, axonemal, heavy chain 6 OS=Gadus morhua OX=8049 PE=3 SV=1
Isocitrate dehydrogenase [NADP] OS=Gadus morhua OX=8049 PE=3 SV=1
Collagen, type XI, alpha la OS=Gadus morhua OX=8049 PE=4 SV=1
Junction plakoglobin OS=Gadus morhua OX=8049 PE=3 SV=1

Coronin OS=Gadus morhua OX=8049 GN=corolb PE=3 SV=1

Apoptotic chromatin condensation inducer 1b OS=Gadus morhua OX=8049
GN=acinlb PE=4 SV=1

TSC complex subunit 1b OS=Gadus morhua OX=8049 GN=tsclb PE=4 SV=1
Heterogeneous nuclear ribonucleoprotein Ub OS=Gadus morhua OX=8049
GN=hnrnpub PE=4 SV=1

Aspartate--tRNA ligase, cytoplasmic OS=Gadus morhua OX=8049 GN=dars1
PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Calpain-2 catalytic subunit OS=Gadus morhua OX=8049 GN=LOC115539934
PE=3 SV=1

Isocitrate dehydrogenase [NADP] OS=Gadus morhua OX=8049 GN=idh2
PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1
Enoyl-CoA hydratase OS=Gadus morhua OX=8049 GN=hadhab PE=3 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
Eukaryotic translation initiation factor 4A1A OS=Gadus morhua OX=8049
GN=eif4ala PE=3 SV=1
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AO0ABC4ZEB4
AOA8C5BVRS
AO0A8C4ZE04
AOA8C5ARBY
AOA8C5BPUI

AOA8CS5FHK7
AOA8CS5FEZ6

AOA8CS5FLQI

AOA8CS5F7CS
AO0A8C4ZJZ1
AO0A8C5CCW8
AOA8C5ADNS

AO0ABC4YWI2
AOA8C5F9V4
AOABC4YYC8

AOA8C5CLP8
AO0ABC4ZFY9
AOA8C5F3L5

A0A8C5D062
AO0A8C5CC93
AOA8C5FNH3

AOA8CSBEL7
AOA8C4YV30
AO0ABC4Z3N5

AOA8C5BRD2
AOA8C4ZPE3

AOA8CSFTWO

AO0A8C5B2W2
AO0A8C5B569

AOA8C5ABN4
AOA8C5AVB3
AOA8C5AQW9
AO0ABC5C3ALl

AOA8C5BBM7

cRAP_Q14533

YEATS domain containing 2 OS=Gadus morhua OX=8049 GN=yeats2 PE=4
Sv=1

Eukaryotic translation initiation factor 4, gamma 2a OS=Gadus morhua
0X=8049 GN=eif4g2a PE=3 SV=1

Signal-induced proliferation-associated 1 like 1 OS=Gadus morhua OX=8049
GN=sipalll PE=4 SV=1

Patatin-like phospholipase domain containing 7b OS=Gadus morhua OX=8049
GN=pnpla7b PE=3 SV=1

2-oxoisovalerate dehydrogenase subunit alpha OS=Gadus morhua OX=8049
GN=bckdha PE=3 SV=1

Contactin 1a OS=Gadus morhua OX=8049 GN=CNTN1 PE=4 SV=1

14-3-3 protein beta/alpha-1-like OS=Gadus morhua OX=8049
GN=LOC115553599 PE=3 SV=1

Transmembrane protein 132E OS=Gadus morhua OX=8049 GN=tmem132¢
PE=3 SV=1

Malic enzyme OS=Gadus morhua OX=8049 GN=me3 PE=3 SV=1
Elongation factor Tu OS=Gadus morhua OX=8049 GN=tufm PE=3 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1

RAB, member RAS oncogene family-like 6b OS=Gadus morhua OX=8049
GN=rabl6b PE=4 SV=1

Peptidylprolyl isomerase OS=Gadus morhua OX=8049 PE=4 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1
ADP/ATP translocase OS=Gadus morhua OX=8049 GN=si:dkey-251i10.1
PE=3 SV=1

UDP-glucose 6-dehydrogenase OS=Gadus morhua OX=8049 GN=ugdh PE=3
SvV=1

Basement membrane-specific heparan sulfate proteoglycan core protein-like
0OS=Gadus morhua OX=8049 GN=LOC115539906 PE=4 SV=1
DNA-(apurinic or apyrimidinic site) lyase OS=Gadus morhua OX=8049
GN=rps3 PE=3 SV=1

Coagulation factor X OS=Gadus morhua OX=8049 GN=f10 PE=4 SV=1
Fibrillin 1 OS=Gadus morhua OX=8049 GN=FBN1 PE=4 SV=1
Proteasome 26S subunit, non-ATPase 12 OS=Gadus morhua OX=8049
GN=PSMD12 PE=3 SV=1

Kinectin 1 OS=Gadus morhua OX=8049 GN=ktn1 PE=4 SV=1

Annexin OS=Gadus morhua OX=8049 GN=anxa5b PE=3 SV=1
Chromosome 21 C6orf58 homolog OS=Gadus morhua OX=8049
GN=c21h6orf58 PE=3 SV=1

Tight junction protein 3 OS=Gadus morhua OX=8049 GN=tjp3 PE=3 SV=1
Dihydrolipoyl dehydrogenase OS=Gadus morhua OX=8049 GN=dldh PE=3
Sv=1

Insulin-like growth factor-binding protein 5 OS=Gadus morhua OX=8049
GN=LOC115533059 PE=4 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

MAM domain containing glycosylphosphatidylinositol anchor 1 OS=Gadus
morhua OX=8049 GN=mdgal PE=4 SV=1

Sorting nexin la OS=Gadus morhua OX=8049 GN=snxla PE=3 SV=1
Neurofilament medium polypeptide OS=Gadus morhua OX=8049 PE=3 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
Glucosidase 2 subunit beta OS=Gadus morhua OX=8049 GN=prkcsh PE=4
SvV=1

Heat shock cognate 70 kDa protein OS=Gadus morhua OX=8049
GN=LOC115546994 PE=3 SV=1

Keratin, type II cuticular Hbl OS=Homo sapiens GN=KRT81 PE=1 SV=3
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B8XJS7
AOA8CS5F3PS
AOAS8CS5F7T9

AOA8C5BA71
AO0A8C4ZP37
AOA8CS5ASZS
AO0ABC5CZI1
AO0A8C5CKX3

AOA8C5AUY9

A0ABC4Z578
AOA8CA4ZTES

AO0A8CA4ZZR9
AO0ABC4Z277

AO0A8C5AAL7
AO0A8C5BI74

AOA8C4YYS6
AOA8C5ADZ3

AO0A8C4ZCP9Y
AO0A8C5CYC2

AOA8C5BHU3
A0A8C4Z6D3
AO0ABC4ZASS
AOA8C5BE63

AOA8CSFLF2

AOABC5D7RS8
AOA8C5ARZS

AOA8C5FR97
AO0ABC5BSU8

AO0A8C5BUI6
A0A8C4ZQV6

AO0A8C5F697

A0A8C4ZM34
AOA8C5CVRS
AOA8C5C1P6

AOA8C4Z530

Hemoglobin beta 2 OS=Gadus morhua OX=8049 GN=LOC115530778 PE=2
Sv=1

Metalloproteinase inhibitor 2 OS=Gadus morhua OX=8049 GN=timp2a PE=3
SV=1

Keratin, type I cytoskeletal 13-like OS=Gadus morhua OX=8049
GN=LOC115540539 PE=4 SV=1

IST1 homolog OS=Gadus morhua OX=8049 PE=3 SV=1

Tubulin beta chain OS=Gadus morhua OX=8049 GN=tubb5 PE=3 SV=1
Cathepsin D OS=Gadus morhua OX=8049 GN=ctsd PE=3 SV=1

40S ribosomal protein S2 OS=Gadus morhua OX=8049 GN=rps2 PE=3 SV=1
Family with sequence similarity 184 member B OS=Gadus morhua OX=8049
GN=fam184b PE=4 SV=1

Cancer-related regulator of actin dynamics homolog OS=Gadus morhua
0X=8049 GN=CRACD PE=4 SV=1

Catalase OS=Gadus morhua OX=8049 GN=cat PE=3 SV=1

High mobility group-T protein-like OS=Gadus morhua OX=8049
GN=LOC115561521 PE=3 SV=1

Phospholipid-transporting ATPase OS=Gadus morhua OX=8049 PE=3 SV=1
Tumor necrosis factor receptor superfamily member 11B-like OS=Gadus
morhua OX=8049 GN=TNFRSF11B PE=4 SV=1

Aspartate aminotransferase OS=Gadus morhua OX=8049 GN=GOT! PE=3
SvV=1

60S ribosomal protein L7a OS=Gadus morhua OX=8049 GN=rpl7a PE=3
Sv=1

Si:ch211-186j3.6 OS=Gadus morhua OX=8049 PE=4 SV=1
Protein-serine/threonine phosphatase OS=Gadus morhua OX=8049 GN=ctdp1
PE=4 SV=1

Protein S100 OS=Gadus morhua OX=8049 PE=3 SV=1

T-complex protein 1 subunit alpha OS=Gadus morhua OX=8049 GN=TCP1
PE=3 SV=1

Golgin Bl OS=Gadus morhua OX=8049 GN=golgbl PE=4 SV=1

HHIP-like 1 OS=Gadus morhua OX=8049 GN=HHIPL1 PE=4 SV=1
Ceruloplasmin OS=Gadus morhua OX=8049 GN=cp PE=3 SV=1

Dachsous cadherin-related 1 OS=Gadus morhua OX=8049 GN=dchs1 PE=4
Sv=1

Far upstream element (FUSE) binding protein 1 OS=Gadus morhua OX=8049
PE=4 SV=1

Myosin IXAb OS=Gadus morhua OX=8049 GN=myo9ab PE=3 SV=1
Phosphopyruvate hydratase OS=Gadus morhua OX=8049 GN=eno3 PE=3
SV=1

AU RNA binding protein/enoyl-CoA hydratase OS=Gadus morhua OX=8049
GN=auh PE=3 SV=1

Acyl-CoA dehydrogenase very long chain OS=Gadus morhua OX=8049
GN=acadvl PE=3 SV=1

Type I cytokeratin, enveloping layer OS=Gadus morhua OX=8049 PE=4 SV=1
Low density lipoprotein receptor-related protein 11 OS=Gadus morhua
0X=8049 GN=lrp11 PE=4 SV=1

TGF_BETA_2 domain-containing protein OS=Gadus morhua OX=8049 PE=3
SvV=1

Aminopeptidase OS=Gadus morhua OX=8049 PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=3 SV=1

Small nuclear ribonucleoprotein 200 (U5) OS=Gadus morhua OX=8049
GN=SNRNP200 PE=3 SV=1

Ribosomal protein L15 OS=Gadus morhua OX=8049 GN=rpl15 PE=3 SV=1
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AO0A8C4Z2C5
AO0A8C4ZS41

AO0A8C5AW06

A0A8C5CI33
AO0A8C5CCK4
AOA8CS5AIT6

AO0A8C4ZCU6

AOA8CS5FUYS
AOA8C5F8Z6

AOA8C4ZKC2
AOA8C4ZID3
AO0A8C5CP99
AO0A8C4Z2D5

AOA8CS5F6T4
A0ABC4Z931
AO0A8C5CUMS
AOA8C4ZLAO

AO0A8C5BDU7

AOA8C5BP47

A0A8C4ZGK7

AO0A8C4ZUH7

AO0A8C4YVLO

AOQA8C4Z2NS5

A0A8C4ZDI8
AO0ABC5CWM7
AOA8CSFMA7

AO0A8C5A280

AOQA8C4Z0L1

AO0A8C5BIL2

AO0ABC5BI1X6

AOA8C4ZRS55

AOA8CSFRXS

AO0A8CS5AIT9
AOA8CSFWC4
AO0ABC5FG66

Neuroplastin a OS=Gadus morhua OX=8049 GN=nptna PE=4 SV=1
Insulin-like growth factor binding protein, acid labile subunit OS=Gadus
morhua OX=8049 GN=igfals PE=4 SV=1

Thrombospondin type 1 domain containing 4 OS=Gadus morhua OX=8049
GN=THSD4 PE=4 SV=1

Ig-like domain-containing protein OS=Gadus morhua OX=8049 PE=3 SV=1
Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
CAP-GLY domain containing linker protein 1a OS=Gadus morhua OX=8049
PE=4 SV=1

Electron transfer flavoprotein subunit beta OS=Gadus morhua OX=8049
GN=etfb PE=3 SV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1

Acidic (leucine-rich) nuclear phosphoprotein 32 family, member B OS=Gadus
morhua OX=8049 GN=anp32b PE=3 SV=1

Prohibitin OS=Gadus morhua OX=8049 GN=phb PE=3 SV=1

40S ribosomal protein S6 OS=Gadus morhua OX=8049 PE=3 SV=1
Ribosomal protein L3 OS=Gadus morhua OX=8049 GN=rpl3 PE=3 SV=1
Integral membrane protein 2 OS=Gadus morhua OX=8049 GN=ITM2B PE=3
SvV=1

Uncharacterized protein OS=Gadus morhua OX=8049 PE=4 SV=1
Phosphoglycerate mutase OS=Gadus morhua OX=8049 PE=3 SV=1
Annexin OS=Gadus morhua OX=8049 GN=anxala PE=3 SV=1

60S acidic ribosomal protein P2 OS=Gadus morhua OX=8049 GN=rplp2
PE=3 SV=1

Myosin-10-like OS=Gadus morhua OX=8049 GN=LOC115560902 PE=3
Sv=1

268 proteasome non-ATPase regulatory subunit I OS=Gadus morhua
0X=8049 PE=3 SV=1

Cytochrome ¢ oxidase assembly protein COX18, mitochondrial OS=Gadus
morhua OX=8049 GN=igfbp7 PE=4 SV=1

BRICHOS domain-containing protein OS=Gadus morhua OX=8049 PE=3
SvV=1

G protein-coupled receptor, class C, group 5, member C OS=Gadus morhua
0X=8049 GN=gprc5c PE=4 SV=1

MANSC domain containing 4 OS=Gadus morhua OX=8049 GN=mansc4
PE=4 SV=1

Carboxypeptidase OS=Gadus morhua OX=8049 PE=3 SV=1

Mucin-17-like OS=Gadus morhua OX=8049 GN=LOC115537092 PE=4 SV=1
Lumican OS=Gadus morhua OX=8049 GN=lum PE=3 SV=1

Ankyrin repeat and BTB/POZ domain-containing protein 2-like OS=Gadus
morhua OX=8049 GN=LOC115559313 PE=4 SV=1

Cytochrome ¢ oxidase subunit 4 OS=Gadus morhua OX=8049
GN=LOC115558779 PE=3 SV=1

Tight junction protein 2a (zona occludens 2) OS=Gadus morhua OX=8049
GN=tjp2a PE=3 SV=1

Oxoglutarate dehydrogenase (succinyl-transferring) OS=Gadus morhua
0X=8049 GN=OGDH PE=3 SV=1

Purine-rich element binding protein Ab OS=Gadus morhua OX=8049
GN=purab PE=3 SV=1

Aldo-keto reductase family 1 member B1-like OS=Gadus morhua OX=8049
GN=LOC115531901 PE=3 SV=1

Golgin A3 OS=Gadus morhua OX=8049 GN=golga3 PE=4 SV=1

FZ domain-containing p