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Figure S1. Results of ITIM-agarose beads affinity pull-down from SPC-A1(PZR KO) cell line.

Overlap of proteins from each affinity pull-down experiments. (a) The Venn diagram of the

proteins pulled down by PZR-ITIM agarose beads, with the number of proteins and their

proportion labeled within the diagram. (b) The Venn diagram of the proteins pulled down by

PD1-ITIM agarose beads, with the number of proteins and their proportion labeled within the

diagram.
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Figure S2. GO analysis of PD1-C-ITSM agarose beads and PZR-C-ITSM(pY) agarose beads
affinity pull-down from SPC-A1(PZR KO) Cell Line. (a) Cellular component. (b) Molecular

function. (c) Biological process.
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Figure S3. Comparison of PZR-N-ITIM(pY) and SHP2 proteins pulled down in the SPC-A1
cell line (a)The overlap of proteins from PZR-N-ITIM(pY) Affinity Pull-Down for MS and
SHP2 IP for MS. (b)The networks of PZR-N-ITIM(pY) Affinity Pull-Down-MS and SHP2 IP
for MS analysis.



