
 

Figure S1: Nucleotide sequence of the D. macquariensis strain D50 TEF1 gene (bold text) with 5′ and 3′-flanking 
regions. The putative promoter sequence is red. 



 

Figure S2: Nucleotide sequence of the D. macquariensis strain D50 IEF2 gene (bold text) with 5′ and 3′-flanking 
regions. The putative promoter sequence is pink. 



 

Figure S3: Nucleotide sequence of the D. macquariensis strain D50 GAP gene (bold text) with 5′ and 3′-flanking 
regions. The putative promoter sequence is green. 



 

Figure S4: Nucleotide sequence of the D. macquariensis strain D50 CYC1 gene (bold text) with 5′ and 3′-flanking 
regions. The putative transcriptional terminator sequence is purple. 



 

Figure S5: Nucleotide sequence of the C. santamariae strain G12 TEF1 gene (bold text) with 5′ and 3′-flanking 
regions. The putative promoter sequence is blue. 



 

Figure S6: Nucleotide sequence of the C. santamariae strain G12 CYC1 gene (bold text) with 5′ and 3′-flanking 
regions. The putative transcriptional terminator sequence is brown. 

 

Table S1. Extracellular proteolytic activity and concentration of extracellular proteins of yeast strains isolated 
from soil samples collected from various sampling sites in Antarctica 1 after 72 h of cultivation. 

Yeast strain 
Proteolytic activity at 

pH 7.0 (nmol/mL × min) 
Proteolytic activity at 

pH 4.0 (nmol/mL × min) 
Extracellular proteins 

concentration (mg/mL) 
Debaryomyces 

macquariensis D50 6.30 7.50 0.030 

Debaryomyces hansenii 
IBT-D1 6.97 3.20 0.032 

Goffeauzyma gastrica IBT-
D7 

21.11 8.68 0.060 

Goffeauzyma gilvescens 
IBT-D13 16.18 8.56 0.096 

Goffeauzyma gilvescens 
IBT-D15 11.45 12.36 0.112 

Goffeauzyma gilvescens 
IBT-D16 

11.84 14.54 0.136 

Goffeauzyma gilvescens 
IBT-D20 

15.98 24.47 0.122 

Goffeauzyma gilvescens 
IBT-D60 13.02 15.79 0.178 

Leuconeurospora sp. IBT-
D59 38.63 17.70 0.362 

Naganishia globosa IBT-
D37 

17.76 8.90 0.158 

Naganishia adeliensis IBT-
D58 11.45 12.43 0.215 

Naganishia albida IBT-D62 27.60 18.30 0.329 



Rhodotorula mucilaginosa 
IBT-D12 

28.22 17.50 0.150 

Rhodotorula mucilaginosa 
IBT-D34 18.55 12.17 0.105 

Rhodotorula mucilaginosa 
IBT-D38 18.29 8.29 0.099 
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