A

zmnac17-1
_V________
ATG
| startcoden lost (3bp) 2431bp
ATA
B zmnac17-2
___V_____
TGG
| stopgained (543bp) 2431bp
TGA

Figure S1. zmnacl7 mutation sites annotation. (A) zmnacl7-1 mutation site annotation. (B) zmnacl7-2 mutation site

annotation.
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Figure S2. Phenotypic analyses of zmnacl7-2 mutant. (A) Seedling phenotypes of zmnac17-2 grown in the dark for 7
days. Bars: 3 cm. (B) Results of quantification of mesocotyl length of B73 and zmnac17-2 . (C) Results of quantification
of mesocotyl fresh weight of B73 and zmnac17-2. Data are means * SDs of at least 10 biological replicates. Statistical

analysis conducted by using Student’s unpaired t-test (** p <0.01).



