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Figure S1. The mobility identification of SUBPEP3 in P. betulaefolia. (A) The photograph of P. betu-
laefolia culture seedlings cultured in the medium with 10 uM FAM-SUBPEP3. (B) Structure of FAM-
SUBPEP3.

Table S1. The SSP genes identified in the Pyrus betulaefolia genome.

Table S2. The gene function annotation, GO and KEGG analysis of SSP genes identified in the Pyrus
betulaefolia genome.

Table S3. Primers used in this study.



