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Supplementary Figure S1. HEK-293 cells were analyzed for claudin surface expression using YFP-tagged cCPE-
SSS and compared against unstained and YFP-tagged cCPE-Yala negative controls. Due to higher mean
fluorescence intensity, positively stained cells will appear higher on the y-axis compared to unstained or negative
controls. In this case there was no positive signal because the HEK-293 do not express claudin proteins. On the
Y-Axis, the fluorescence intensity of YFP is plotted against the side scatter on the X-axis and numbers in the frame
show the percentage of cells from the main population detected in this area.
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Supplementary Figure S2. Single T cells were transfected with claudin-4 and then analyzed for claudin
surface expression using YFP-tagged cCPE-SSS and compared against unstained and YFP-tagged cCPE-YALA
negative controls. Unstimulated as well as stimulated T cells bound to cCPE-SSS as indicated by the shift in
fluorescence, however. Framed areas indicate the range in which positively coupled cells are to be expected. The
numbers in the frame show the percentage of cells from the initial population detected. On the Y-axis, the
fluorescence intensity of YFP is plotted against the side scatter on the X-axis.
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Supplementary Figure S3. Gating strategy shown exemplary for MDCKII cells. First, the whole population
was selected. Afterwards any doublets were excluded and at then, any YFP-positive stained cells were
identified, signifying cCPE-SSS binding. This gating strategy was used to analyze all the data.



