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Table S1. Spatial Coordinates of the Pharmacophoric Model. 
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Pharmacophoric Characteristics 
Coordinated 

X Y Z Radius 

Aromatic ARO 9.426 -7.548 -0.150 1.10 

Hydrogen Acceptor ACC1 11.901 -8.764 -0.087 0.50 

Hydrogen Acceptor ACC2 11.873 -4.029 0.064 0.50 

Hydrogen Acceptor ACC3 6.956 -8.825 -0.394 0.50 

Hydrogen Acceptor ACC4 9.563 -4.761 -0.045 0.50 

Hydrogen Donor DON1 6.956 -8.825 -0.394 0.50 

Hydrogen Donor DON2 9.563 -4.761 -0.045 0.50 


