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Supplementary Figure S1. TDO2 Sequencing: A) sequence related to HUVEC cDNA that shows end
of exon 6 and exon 7 of TDO2 amplified region of transcript. B) sequence related to ECFC cDNA that
shows an amplified region spanning between exon 6 and exon 7 of TDO2 transcript as in the HUVEC.
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Supplementary Figure S2. A, B) RT-PCR for IDO1 expression in A375 , HUVECs and
co-cultures. A) RT-PCR in A375 alone and in A375 co-cultured with HUVECs (A375-co). Time-
course. B) RT-PCR in HUVECs alone and in HUVECs co-cultured with A375 (HUVEC-co). Mean
+ SEM, n=3.
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