
 

Table S1. Molecular docking results of 8 key expressed proteins. 

 

Figure S1. Molecular Dynamics Simulation results of caspase-9-5-FU complex and 

caspase-9-NCTD complex, respectively. (A) Root Mean Square Deviation. (B) Root Mean Square 

Fluctuation. (C) Radius of Gyration. (D)The number of hydrogen bonds. 

 

 


