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Supplementary Figure S1. Secondary structure of 5 units within the clone insert using the
Mfold web server Zuker (2003).
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Supplementary Figure S2. k-mer-based characterization and evolution of cen-satDNA families.
a) MSA visualization showing the region of conservation and significant variations among
satellite families. b) Phylogenetic relationship among identified families. c) TAREAN graphics
of 10 predicted subfamilies showing distinct topology and patterns of k-mer abundance.
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Supplementary Figure S3. Genomic organization of complex cen-satDNA tandem arrays in the
centromeric regions in the genome of M. mulatta, visualized as heatmaps with StainedGlass for
a) chromosome 18 and b) chromosome 19.c) Histogram shows the variable number of
alignments compared with the percentage identity in these regions.



a) NC_052257.1:129680700-129888449 b) NC_052262.1:43698917-43913654
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Supplementary Figure S4. Genomic organization of complex cen-satDNA tandem arrays in the
centromeric regions in the genome of M. fascicularis, visualized as heatmaps with StainedGlass
for a) chromosome 18 and b) chromosome 19. ¢) Histogram shows the variable number of
alignments compared with the percentage identity in these regions.

=}
Q
o

# of alignments
B
o
o

200

90.0 95.0 100.0
% identity



100 1

. fayuow jonusp

sngojoo pal uepuebn

snbeocew snsayy

anbeocew pa|iey-bigd

uenbueln

uoogeq anIlO

anbeoew pajie}-buo]

uewnH

CIIGTS)

uoqqio

- A@)uow pasou-gnus uap|oD

EpeRY

aazuedwiyn

ogouog

sngojo2 ejobuy

Aayuow pasou-unus xoe|g

Supplementary Figure S5. Genomic variability of cen-satDNA across different primates.

Boxplot shows the distribution of sequence length for alignments (restricted to the top 100 hits)

reported for each species.



Supplementary Figure S6. Population scale phylogenetic tree of macaques inferred from cen-
satDNA SNPs detected in all individuals. Each color corresponds to a single population
(consistent with color legends in Figure 4). BPN; Baan Pak Nam, Suratthani, BSS; Baan Sang
School, Buengkarn, KN; Khao Nor, Nakhonsawan, KNG; Khao Ngu, Ratchaburi, KNKTK;
Khao Noi Khao Tangkuan, Songkhla, KSP; Kosumpi, Mahasarakham, MFRC; Mangrove Forest
Research Center, Ranong, SSD; Somdet Phra Sinagarindra Park, Chumphon, SY; Sai Yok,
Kanchanaburi, WHM; Wat Haad Moon, Pichit, WKH; Wat Kuha Pimuk, Yala, WKT; Wat Khao
Thamon, Petchaburi, WPN; Wat Pak Nam, Ranong, WPT; Wat Pattanajit, Nakhon Phanom,
WSK; Wat Suwan Khuha, Pang-nga, WTM; Watthammasala , Nakhon Pathom, WTPMH; Wat
Tham Pa Mak Ho, Loei, and WTT; Wat Tham Thep Ban Dan, Phetchabun.



