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Figure S1. Color scheme of 15 chromatin states in ChromHMM core model applied in CIRCOS plot. Data source 

(https://omic.tech/3dsnpv2/) (last accessed 30 March 2023) [32]. 
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Figure S2. Color scheme of twelve cell types for the chromatin loop track in CIRCOS plot. Data source 

(https://omic.tech/3dsnpv2/) (last accessed 30 March 2023) [32]. 
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Table S1. Tissue-specific predictions of regulatory probabilities of the study variants 

Data source https://regvar.omic.tech/ (last accessed 30 March 2023) [33]. 

 

SNP ID SNP Position Gene Symbol Gene Position Distance Tissue Score 

rs3200401 chr11:65271831 MALAT1 chr11:65265232 6599 Ovary 0.21942 

rs1061540 chr22:27062037 MIAT chr22:27042391 19646 Ovary 0.64169 

https://regvar.omic.tech/

