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Figure S1. Visualization of the number of single nucleotide polymorphism (SNP) variant sites among 20 CRO-RSE.
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Figure S2. Analysis of plasmids harboring blacrx-mss. (a) Comparative analysis of plasmids harboring blacrx-vss with the reference
sequence S204-pl. (b) Linear comparison of blacrx-mss-bearing plasmids from the National Center for Biotechnology Information
(NCBI) database with the reference sequence 5114-p1.
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Figure S3. Analysis of plasmids harboring blacrx-m1s. (a) Comparative analysis of the short read sequencing data from S661 with the
reference sequence S808-p1. (b) Linear comparison of plasmids structurally similar to S808-p1.



