
1 
 

 
Figure S1: Forest plot for covariates for overall survival (OS) and progression free survival (PFS). 

 
Figure S2: KM curves for OS (A) and PFS (B) for the administration of VPA. 
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Figure S3: Protein signal vs. time in freezer from collection to analysis in days for.(A) GALNT14, statistically 
significant for OS and PFS in Cox analysis and survival. (B) SKP1, predictive for response to VPA in prediction 
model. 
 

A 



 

3 

B 
 
 
Figure S4: Figure 3 displayed as the two separate zoom-in figures with gene names to represent the top (A) and 
bo om (B) clusters of proteins in the original heatmap. 
 

 
Figure S5: Kaplan Meier curves for survival (OS) (A–C) and progression free survival (PFS) (D–F) with patient 
population risk stratified (high(red), low (blue)) by protein expression (A,D), covariates (B,E) and combination 
of protein expression and covariates (C,F) Protein data is based on the results from 123 significantly differentially 
expressed proteins from class comparison between patients treated with CRT and concurrent VPA vs CRT. 
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Figure S6: Time-dependent ROC curve for overall survival (OS) (A) and progression free survival (PFS) (B) 
prediction model based on GALNT14. 
 
 

 
Figure S7: GALNT14 and CCL17, the two proteins associated with OS with FDR 0.104 with potential function 
between two major signaling pathways driven by TGF and NF-κB. ((QIAGEN Inc., 
h ps://www.qiagenbioinformatics.com/products/ingenuitypathway-analysis) accessed 24 July 2023 [71]. 
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Table S1: Patient characteristics table and cox regression analysis of clinical covariates in the VPA cohort. 

 
 
Table S2: Cox analysis for overall survival (OS) and progression free survival (PFS) with hazard ratio and  p-
value for VPA and no VPA patients. 
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Table S3: Cancer Hallmark GeneSets associated with Valproic acid (VPA) administration. 

 
Table S4: Results of online sample size calculation tool to calculate the minimum sample size for PFS and OS. 

 


