Supplementary Table S1. Antibiotic resistance patterns

Antibiotic resistance patterns No. of E. faecalis (%) No. of E. faecium (%)
Pan-susceptible 0(0) 1(2.08)
CIP 0(0) 1(2.08)
ERY 0(0) 1(2.08)
LZD 0(0) 1(2.08)
QD 5 (10.42) 1(2.08)
ERY, Q/D 4(8.33) 0(0)
ERY, RIF 0(0) 4(833)
MIN, PEN 0(0) 1(2.08)
Q/D, RIF 6 (12.5) 0(0)
AMP, CIP, PEN 0(0) 2 (4.17)
AMP, PEN, RIF 0(0) 1(2.08)
CIP, DOX, Q/D 1(2.08) 0 (0)
CIP, ERY, LZD 0(0) 1(2.08)
CIP, ERY, Q/D 1(2.08) 0 (0)
CIP, Q/D, RIF 0(0) 2 (4.17)
DOX, ERY, LZD 1(2.08) 0(0)
DOX, ERY, Q/D 1(2.08) 0 (0)
DOX, LZD, Q/D 1(2.08) 0(0)
ERY, LZD, PEN 0(0) 1(2.08)
ERY, MIN, Q/D 4(8.33) 0(0)
ERY, PEN, Q/D 1 (2.08) 0(0)
ERY, Q/D, RIF 4(8.33) 2 (4.17)
LZD, MIN, Q/D 0(0) 1(2.08)
CIP, ERY, LZD, Q/D 0(0) 2 (4.17)
CIP, ERY, LZD, RIF 0(0) 1(2.08)
CIP, ERY, MIN, Q/D 9 (18.75) 0(0)
CIP, MIN, Q/D, RIF 1(2.08) 0(0)
DOX, ERY, MIN, PEN 0(0) 1(2.08)
DOX, ERY, MIN, Q/D 0 (0) 4(8.33)
DOX, ERY, Q/D, RIF 1 (2.08) 0(0)
DOX, LZD, MIN, Q/D 0(0) 1(2.08)
ERY, LZD, Q/D, RIF 0(0) 7 (14.58)
LZD, MIN, Q/D, RIF 0(0) 1(2.08)
AMP, CIP, ERY, LZD, PEN 0(0) 1(2.08)
AMP, DOX, PEN, Q/D, RIF 1 (2.08) 0(0)
AMP, ERY, MIN, Q/D, RIF 1 (2.08) 0(0)
CIP, DOX, ERY, MIN, Q/D 2 (4.17) 1(2.08)
CIP, DOX, ERY, Q/D, RIF 1(2.08) 0(0)
CIP, DOX, LZD, MIN, RIF 0(0) 1(2.08)
CIP, ERY, MIN, PEN, Q/D 1 (2.08) 0(0)
CIP, ERY, MIN, Q/D, RIF 1 (2.08) 0(0)
CIP, LZD, MIN, Q/D, RIF 0(0) 1(2.08)
DOX, ERY, LZD, MIN, Q/D 0(0) 1(2.08)
DOX, ERY, LZD, MIN, RIF 0(0) 1(2.08)
AMP, CIP, DOX, LZD, MIN, PEN 0(0) 1(2.08)
CIP, DOX, ERY, LZD, MIN, PEN 0(0) 1(2.08)
CIP, DOX, ERY, LZD, MIN, Q/D 0(0) 1(2.08)
CIP, DOX, LZD, MIN, Q/D, RIF 0(0) 1(2.08)
DOX, ERY, LZD, MIN, Q/D, RIF 0(0) 1(2.08)
AMP, CIP, DOX, ERY, MIN, PEN, Q/D 1(2.08) 0(0)

Ampicillin (AMP), ciprofloxacin (CIP), doxycycline (DOX), erythromycin (ERY), linezolid (LZD), minocycline
(MIN), penicillin (PEN), quinupristin/dalfopristin (Q/D), rifampicin (RIF), and vancomycin (VAN)



Supplementary Table S2. Result of biofilm assay, biofilm-associated gene screening, and AST for 48 isolates of E. faecalis

Antimicrobial Susceptibility Test (AST)
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Supplementary Table S3. Result of biofilm assay, biofilm-associated gene screening, and AST for 48 isolates of E. faecium

Biofilm Genes Antimicrobial Susceptibility Test (AST)
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Percent positive (%) 78.1 0 92.7 93.8 78.1 66.7 77.1 10.4 33.3 31.3 62.5 52.1 39.6 18.8 54.2 47.9 0 95.8
Percent negative (%) 21.9 100 7.3 6.3 219 33.3 229 89.6 66.7 68.7 37.5 479 60.4 81.2 45.8 52.1 100 4.2




