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LncRNA SNHG6 Upregulates KPNA5 to Overcome

Gemcitabine Resistance in Pancreatic Cancer via Sponging
miR-944

Supplementary Figure
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Figure S1. The interactive relationship between miR-944 and KPNA5. (A) Binding sites of miR-944 and IncRNA SNHGS, predicted
by TargetScan. (B) Binding sites of miR-944 and IncRNA SNHGS6, predicted by ENCORI, AgoExpNum, experimentally verified

binding sites of KPNAS5 to Ago proteins. (C) The correlation between expression of miR-944 and KPNAS5, analyzed with ENCORI in
pan-Cancer across 32 types of human cancers.
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