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Figure S1. Deprogram of UPGMA cluster analysis base on Nei’s genetic distance between four populations.
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Figure S2. Linear regression analysis of genetic distance versus geographic distance. R2, coefficient of determination
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Figure S3. Plant and habitat conditions of Keteleeria davidiana var. Calcarea. (A) Photographs of Keteleeria davidiana var. calcarea plants. (B) Photographs of Keteleeria davidiana var. calcarea habitat
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