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Figure S1. Coding sequence of the CDKN1C gene. Sense codons that can be mutated in stop codons by single nucleotide substitutions are highlighted in 
yellow. Sense codons mutated in nonsense codons in BWS-associated CDKN1C mutations are in bold. The natural stop codon TGA is in grey. Codons of the 
Kinase inhibitor domain are underlined in orange; in pink those of the PAPA domain; in blue those of the PCNA binding domain. The starting codon of 
isoform A is highlighted in green; the starting codon of isoform B is highlighted in light blue. 


