Supplementary Figures

(a) methyl jasmonate (b) 2001 2004 2007 2010 2013 2016 2019 2020
molecu.clnning defense i =
transcrigtion factor S e
hydrogefizperoxide aseq = =N o
plants mass-spectrometry #1 malze pulvini
il ens / salicylic-acid e W2 spedifi
resgBhses
drougfiistress 1 LA
arabidopsis-thaliana m m
P protein
proteins ,gins-expms\on N
Wbpsias =l L g
arabidopsis .
disease resistance ./ ameAccumiaton ma.m
| biosynthesis idati
absoliacia_— 1!05_1_ hesis oxidative stress.
> toldfance stress
e n
evolution Identification e .
e abiotic stress growth L]
secondary m ites am photogithesis i
signal-transduction C 2 - ased metabolomic aralysis
leaves.

freezing tolerance L4

lement

plant-responses

genorme arglignt : =

Figure S1 Conceptual structure of TMPQE during 1994-2020.

(a) Major keywords network of co-occurrence. (Nodes represent keywords,
edges connect keywords that co-occur, and the width of the edges indicates
the frequency of these co-occurrences)

(b) Timeline view for document co-occurrence cluster. (Each circle denotes a
cited article, with its size proportional to its citation count, and these citations
are chronologically ordered along the horizontal axis. The vertical axis
categorizes the citations by broad topics, illustrating the interconnectedness of
related research areas)
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Figure S2 Bibliographic coupling analysis of the literature of TMPQE in
2016-2020 (Each literature is represented as a node, with the size of the node
indicating the local citation counts of the literature. The color of the node
signifies the literature's cluster)
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Figure S3 Sankey plot of top 20 author-top 10 keyword plus-top 10 journal in
research on TMPQE.



