Figure S4. Comparison of significant pathways (false discovery rate [FDR] < 0.05) between insulin-like growth factor-I (IGF-I) and insulin resistance (IR) phenotypes (IGF-I/IR, 50-kb distance–based and expression quantitative trait loci [eQTL]–based mapping to genes; yellow-highlighted pathways are significant [FDR < 0.05] in the marker-set enrichment meta-analysis of IGF-I-eQTL and IR-eQTL)
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