Supplementary Table S3: Significantly differentially expressed proteins between controls, pre-hypertension,
and hypertension groups. p-value <0.05, -0.7<log2 FC >0.7. FC: Fold Change.

Hypertenstion | Control

Uniprot  Gene name Protein name Log2 FC p-value g-value
P15498 VAV1 Proto-oncogene vav 0.94 0.0011 0.07
P18669  PGAMI1 Phosphoglycerate mutase 1 0.92 0.0357 0.18
P10809 HSPD1 60 kDa heat shock protein; mitochondrial 0.86 0.0002 0.06
015530  PDPK1 3-phosphoinositide-dependent protein kinase 0.85 0.0006 0.05
1
Q99714  HSD17B10 3-hydroxyacyl-CoA dehydrogenase type-2 0.84 0.0006 0.05
P16591 FER Tyrosine-protein kinase Fer 0.83 0.0084 0.11
095219  SNX4 Sorting nexin-4 0.79 0.0037 0.09
P30405  PPIF Peptidyl-prolyl cis-trans isomerase F; 0.79 0.0077 0.11
mitochondrial
Q06187  BTK Tyrosine-protein kinase BTK 0.78 0.0102 0.10
Q04759  PRKCQ Protein kinase C theta type 0.78 0.0026 0.09
P07948  LYNB Tyrosine-protein kinase Lyn; isoform B 0.76 0.0083 0.11
P06241 FYN Tyrosine-protein kinase Fyn 0.76 0.0085 0.11
P07948  LYN Tyrosine-protein kinase Lyn 0.74 0.0070 0.11
P41240  CSK Tyrosine-protein kinase CSK 0.74 0.0153 0.12
Q15796 SMAD2 Mothers against decapentaplegic homolog 2 0.73 0.0075 0.11
P67936  TPM4 Tropomyosin alpha-4 chain 0.72 0.0099 0.11
P12931 SRC Proto-oncogene tyrosine-protein kinase Src 0.71 0.0126 0.11
P14618  PKM2 Pyruvate kinase PKM 0.70 0.0145 0.12

Pre-hypertension | Control

Uniprot Gene name Protein name Log2 FC p-value g-value
P02794 FTH1 FTL Ferritin 1.02 0.03 0.68
P02792

P30566 PURS Adenylosuccinate lyase 0.74 0.01 0.77

Hypertension | Pre-hypertension

Uniprot Gene Protein name Log2FC p-value g-value
P16591 FER Tyrosine-protein kinase Fer 1.12 <0.001 <0.001
Q06187 BTK Tyrosine-protein kinase BTK 1.03 <0.001 <0.001
Q08752 PPID Peptidyl-prolyl cis-trans isomerase D 1.01 <0.001 0.02

P41240 CSK Tyrosine-protein kinase CSK 1.00 <0.001 <0.001
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