JQ764731_5._haemolyticus_mecA_human_China
CP031605_5._pseudintermedius_mecA_human_Thailand
KX689749_S._aureus_mecA_human_Kenya

GU301100_S. _pseudintermedius_mecA_dog_Denmark
00Q852490_5. _aureus_mecA_01_dog_Thailand

0Q852491_5. _aureus_mecA_02_dog_Thailand
0Q852492_5._pseudintermedius_mecA_47_dog_Thailand *
0Q852493_5S._pseudintermedius_mecA_49_dog_Thailand
0Q852494 5. _pseudintermedius_mecA_55_dog_Thailand
KX018811_S._aureus_mecC_chicken_meat_India

Figure S4: Phylogenetic tree analysis of Staphylococcus spp. carrying mecA gene based on nucleotide
sequences from a 254 base pair fragment of mecA using the neighbor-joining method. Sequences from this
study are marked with stars (accession numbers OQ852490-852494).



