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Supplementary Figure S1: Analysis of the differences between samples via bootstrap (n =10000) distribution of mean (a) relative
abundance and upper quartile (75th percentile, b) of the same value. Both figures show a much more even distribution for sample
Vivas PS tank, highlighting the significantly higher genus diversity compared to the other samples. Panel (c) shows the
dendrogram relative to hierarchical clustering of relative abundance, based on complete linkage of Euclidean pairwise distances.
The air samples collected using the Airport MD8 has as sample ID: “MD8_tank”. The air sample collected using the BioSampler has
as sample ID: “SKC_PBS_tank”. The air samples collected using the BioSpot-VIVAS have as sample ID: “Vivas_PBS_tank”
(sampled using the PBS as collection media) and “Vivas_PS_tank” (sampled using the preserving solution of nucleic acids
DNA/RNA shield™ as collection media).



Supplementary Table S1: Recent studies on non culturable and culturable bacteria characterization by 16S rRNA gene sequencing on bioaerosol from WWTPs.
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Supplementary Table S2: Number of trimmed reads used for each sample.

sample Sampling number of trimmed reads
SKC_PBS_tank BioSampler 3375
bioaerosol Vivas_PBS_tank BioSpot-VIVAS 4471
samples Vivas_PS_tank BioSpot-VIVAS 5096
MD8_tank Airport MD8 3159
Water_1 Grab 6075
Water 2 Grab 6917
Water_24h 1 Composite 5650
Water 3 Grab 7407
Water_24h_2 Composite 7456
w::::;zt:r Water_4 Grab 10750
Water_24h_3 Composite 6139
Water_5 Grab 5544
Water_24h_4 Composite 6180
Water_6 Grab 5523
Water_7 Grab 2446




