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Figure S1. Evolutionary dynamics of LTR-RTNs in Tetraodontiformes: Insights from insertion
ages of LTR-RTNs. The x-axis represents the insertion age (My, millions of years), and the
y-axis represents the coverage (%) of each LTR-RTN in the genome. The number on the right
side of the Y-axis indicates the genomic percentage with LTR-RTNs inserted at age 0.



