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Figure S6. Chromosome synteny between O. sativa, Z. mays, and S. viridis. (a) Analysis of synteny between O. sativa and Z. mays genomes.
Colored lines link collinearity blocks that represent syntenic regions identified by GENESPACE. (b) Analysis of synteny between O. sativa
and S. viridis genomes. Colored lines link collinearity blocks that represent syntenic regions identified by GENESPACE. (c) Analysis of

synteny between S. viridis and Z. mays genomes. Colored lines link collinearity blocks that represent syntenic regions identified by
GENESPACE.



