Table S1. Characteristics of SDG family genes in Gossypium hirsutum

Number
Gene S D of Molecular Theoretical  Instability Hydrophilicity Subcellular
name equence Amino Weight pI Index coefficient localization
Acid

GhSDGI  Ghir AO1G001580 327 326 4.69 57.73 -0.225 Cytoplasm
GhSDG2  Ghir A02G007430 2299  249781.71 5.49 438 -0.698 Nucleus
GhSDG3  Ghir_A02G007840 479 54508.24 8.14 43.67 -0.184 Cytoplasm
GhSDG4  Ghir A02G009870 1245 13806171 8.51 4371 -0.488 Nucleus
GhSDG5  Ghir A02G017730 1502 169863 6.17 44 -0.507 Nucleus
GhSDG6  Ghir A02G017740 1503 169871.58 585 46.3 -0.517 Nucleus

. Mitochondria
GhSDG7 Ghir_A03G006100 427 49065.01 9.37 53.78 -0.441
GhSDG8  Ghir A0O3G016960 866 97874.12 921 39.71 -0.833 Nucleus
GhSDG9  Ghir AO3G018020 2427 276053.45 6.11 50.65 -0.79 Nucleus
GhSDGI10  Ghir_A05G024300 1732 190774.11 6.64 49.61 -0.594 Nucleus
GhSDG11  Ghir A05G029100 657 7289173 8.57 44.66 -0.498 Nucleus
GhSDGI2  Ghir A05G034670 701 78218.91 9.00 40.44 -0.407 Chloroplast
GhSDG13  Ghir A05G041020 664 73333.98 7.08 35.86 -0.43 Nucleus
GhSDGI14  Ghir A05G042680 1093 12391038 8.59 48.42 -0.543 Nucleus
GhSDG15  Ghir AO6G011840 625 69646.04 6.16 51.36 -0.132 Nucleus
GhSDG16  Ghir A06G012070 492 5599092 5.63 4229 -0.689 Nucleus
GhSDG17  Ghir A07G003450 1560 171890.48 8.63 48.65 -0.511 Nucleus
GhSDG18  Ghir AO7G017550 357 41011.27 8.84 50.52 022 Extracel
GhSDG19  Ghir_A08G005450 239 2719325 8.15 47.17 -0.397 Nucleus
GhSDG20  Ghir AOBG0O09060 561 64097.16 495 40 -0.218 Nucleus
GhsDG21  Ghir A08G017250 1038 115708.41 545 50.73 -0.725 Nucleus

i Mitochondria
GhSDG22  Ghir_A08G020070 726 80642.21 5.52 50.1 -0.539
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Nucleus

GhSDG71  Ghir_D11G025210 362 39902.21 5.94 53.13 -0.259
GhSDG72  Ghir_D11G026160 150 16730.86 8.97 3439 -0.431 Cytoplasm
GhSDG73  Ghir_D11G036710 697 76636.5 639 4593 -0.434 Nucleus
GhSDG74 ~ Ghir D12G005300 363 41863.09 5.66 39.15 -0.058 Chloroplast
GhSDG75  Ghir_D12G012280 1019 116300.14 7.92 46.19 -0.593 Chloroplast
GhSDG76 ~ Ghir D12G013620 882 98522.42 7.17 46.34 -0.754 Nucleus
GhSDG77  Ghir D12G016540 362 40389.91 6.26 3572 -0.036 Golgi apparatus
GhSDG78  Ghir D12G022640 919 1031458 8.16 52.67 -0.614 Nucleus
GhSDG79  Ghir D12G026360 1091 124625.38 8.7 45.92 -0.581 Nucleus
GhSDG80  Ghir_D13G000350 667 74160.13 8.48 2.12 -0.511 Nucleus
i Mitochondria
GhSDG81  Ghir_D13G011430 432 48882.68 7.66 42.6 -0.548
GhSDGS2  Ghir_D13G022570 489 55759.89 8.93 49.78 -0.38 Nucleus
Table S2. Function annotation of cis-acting elements
Cis-acting element name Function annotation
ABRE cis-acting element involved in the abscisic acid responsiveness

MBS

MYB binding site involved in drought-inducibility

Table S3. The primers used in this study

Primer

Sequence (5'-3")

GhSDG59-VIGS-F
GhSDG59-VIGS-R
GhSDG59-qPCR-F
GhSDG59-qPCR-R
GhHIS3-qPCR-F
GhHIS3-qPCR-R

CATCATCACCTGGTTCTTC
CACATAAGTAGAAATTGGT
GTTACGACAGTCGGGTACGGTG
GCAACGGTCGATACAAGCAACC
GCGCAAAGGTTGGTGTCTTC
TCAAGACTGATTTGCGTTTCCA




