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Figure S1b

M G ¢ I S C s O T L S

cagacttggactacaagagagacggtaactggagcaaaggaaccgactagagagcatcATGGGCTGTATCTCCTGTAGTCAGACCCTCTC
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ACTGCTGCTGTGCATCCTCACCCTGACGGCAACAAGCTCTGACGGCAACACCTTGTGCGGGGTGGAGCTGGTCGACACGCTAGAGTTTGT

GTGTGGAGACAGAGGCTTTTATTTCAGTAAACCCACACGCTATGGCCCCAATGCACGGCAGTCACGTGGCATTGTTGACGAGTGCTGCTT
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CCAAAGCTGTGAGCTGTGGCGCCTGGAGATGTACTGTGCACCTGCCAAGACTAAAAAGCCAACTCACTCTGTGCGTGCACAGCGCCAAAC
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CGACTTGCCGAGAATACTTAAGGTTAGTACCGCAGGGCACAAAGTGGACAAGGGCACAGCAGCCAGACAAGACAAAAACAAGAAGAGACC
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TTAAcctggacacagtcattcatccttcaaggaagtacaccagaaaaactcaagtcgaggcaacacagggggaagaaattacagaatata
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AGAAGTGGCCTCAGCAGAGACGCTGTGTGGGGGAGAGCTAGTGGATGCGCTACAGTTTGTCTGTGAAGACCGGGGATTCTATTTCAGTAG

GCCAACCAGCAGGGGCAACAACCGTCGCCCTCCCAATCGTGGGATTGTTGAAGAGTGTTGTTTCCGTAGCTGTGACCTCCACTTGTTAGA
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Figure S2c
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