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Figure S1. Analysis of DEGs related to IAA during tuber expansion. (A) IAA synthesis and signal
transduction pathway; (B) Heatmap analysis of IAA synthesis and signal transduction related
genes.
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Figure S2. Analysis of DEGs related to cytokinin during tuber expansion. (A) Cytokinin synthesis

and signal transduction pathway; (B) Heatmap analysis of cytokinin synthesis and signal
transduction related genes.
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Figure S3. Analysis of DEGs related to gibberellin during tuber expansion. (A) Gibberellin
synthesis and signal transduction pathway; (B) Heatmap analysis of gibberellin synthesis and

signal transduction related genes.
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Figure S4. Analysis of DEGs related to brassinosteroid during tuber expansion. (A)
Brassinosteroid synthesis and signal transduction pathway; (B) Heatmap analysis of

brassinosteroid synthesis and signal transduction related genes.
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Figure S5. Analysis of DEGs related to jasmonic acid during tuber expansion. (A) Jasmonic acid
synthesis and signal transduction pathway; (B) Heatmap analysis of jasmonic acid synthesis and

signal transduction related genes.
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Figure S6. Heat map analysis of transcriptional regulation related DEGs.
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Figure S7. Differential expression of transcription factors during tuber expansion.



