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Abstract: The diagnostic and prognostic value of plasma glial fibrillary acidic protein (pl-GFAP) in
sporadic Creutzfeldt–Jakob disease (sCJD) has never been assessed in the clinical setting of rapidly
progressive dementia (RPD). Using commercially available immunoassays, we assayed the plasma
levels of GFAP, tau (pl-tau), and neurofilament light chain (pl-NfL) and the CSF total tau (t-tau), 14-3-3,
NfL, phospho-tau181 (p-tau), and amyloid-beta isoforms 42 (Aβ42) and 40 (Aβ40) in sCJD (n = 132)
and non-prion RPD (np-RPD) (n = 94) patients, and healthy controls (HC) (n = 54). We also measured
the CSF GFAP in 67 sCJD patients. Pl-GFAP was significantly elevated in the sCJD compared to the
np-RPD and HC groups and affected by the sCJD subtype. Its diagnostic accuracy (area under the
curve (AUC) 0.760) in discriminating sCJD from np-RPD was higher than the plasma and CSF NfL
(AUCs of 0.596 and 0.663) but inferior to the 14-3-3, t-tau, and pl-tau (AUCs of 0.875, 0.918, and 0.805).
Pl-GFAP showed no association with sCJD survival after adjusting for known prognostic factors.
Additionally, pl-GFAP levels were associated with 14-3-3, pl-tau, and pl-NfL but not with CSF GFAP,
Aβ42/Aβ40, and p-tau. The diagnostic and prognostic value of pl-GFAP is inferior to established
neurodegeneration biomarkers. Nonetheless, pl-GFAP noninvasively detects neuroinflammation and
neurodegeneration in sCJD, warranting potential applications in disease monitoring.

Keywords: prion; Creutzfeldt–Jakob disease; Alzheimer’s disease; GFAP; biomarker; co-pathology;
neurodegeneration; neuroinflammation

1. Introduction

Sporadic Creutzfeldt–Jakob disease (sCJD) is the most common humanprion disease,
a rare group of neurodegenerative disorders related to prion protein (PrP) misfolding. It
encompasses six major clinicopathological subtypes that are primarily determined by the
genotype at the polymorphic codon 129 (encoding methionine, M, or valine, V) of the prion
protein gene (PRNP) and the type (1 or 2) of misfolded PrP (PrPSc) accumulating in the brain
(e.g., MM1, MV1 (together known as MM(V)1), VV1, MM2, etc.). Each subtype presents
distinctive pathological features and regional distribution patterns. For instance, while
MM(V)1 patients show significant involvement (in terms of both neuronal loss and gliosis)
of the neocortex (especially in the occipital lobe), striatum, thalamus, and cerebellum, VV2
patients present a prominent subcortical and cerebellar pathology, with only late cortical
involvement (the occipital lobe is the least affected). Different sCJD subtypes also exhibit
distinct clinical characteristics. For example, the most common sCJD subtypes (MM(V)1
and VV2) are characterised by short survival (on average, 4 and 6.5 months, respectively),
while “atypical” and rarer subtypes (MV2K, MM2C, MM2T, and VV1) may exhibit a long
disease duration, usually lasting more than one year [1,2].
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Although sCJD is a common cause of rapidly progressive dementia (RPD), its early
diagnosis and prognostication remain challenging due to heterogeneous clinical pheno-
types and disease course. In recent years, the introduction of cerebrospinal fluid (CSF)
biomarkers of neurodegeneration and prion pathology (i.e., the prion real-time quaking-
induced conversion (RT-QuIC) assay) and brain magnetic resonance imaging (MRI) have
dramatically improved the in vivo identification of sCJD patients and demonstrated some
prognostic potential [3–12]. However, given the invasiveness of lumbar puncture (LP)
and the specialised expertise required by these techniques (e.g., RT-QuIC or MRI), the
identification of blood biomarkers for screening„ prognostication and disease monitoring
remains a research priority [13].

Based on the notion that microgliosis and astrogliosis are core pathological events in
sCJD and that astrocytes are increasingly recognised as contributors to PrPSc propagation and
cell death, likely influencing disease progression, current research is increasingly focusing on
“neuroinflammatory” biomarkers [14–17]. In this regard, glial fibrillary acidic protein (GFAP),
a well-known marker of astrogliosis, has been reported to increase significantly in the CSF
of sCJD patients compared to healthy controls and other neurodegenerative disorders [15].
The development of novel assays, such as single-molecule arrays (SiMOA), has enabled the
detection of numerous proteins, including GFAP, in the blood with high accuracy. However,
studies regarding the diagnostic performance of plasma GFAP (pl-GFAP) in the real-life
clinical setting of an RPD cohort are currently lacking. We measured pl-GFAP levels in a large
RPD cohort comprising sCJD, non-prion RPD (np-RPD) patients, and healthy controls (HCs).
We compared their diagnostic accuracy to the one provided by other traditional CSF and
blood surrogate neurodegeneration biomarkers. We also studied the distribution of pl-GFAP
levels across different sCJD clinicopathological subtypes and evaluated their association with
clinical variables, such as disease stage and survival in sCJD.

2. Results
2.1. Demographic Variables and CSF Biomarkers Value Distribution in the Diagnostic Groups

Demographic variables and CSF biomarkers’ results in the main diagnostic groups are
reported in Table 1.

Table 1. Demographic variables, blood, and CSF biomarkers in the diagnostic groups.

sCJD (n = 132) np-RPD (n = 94) HC (n = 54) p Value

Age at sampling 1 (years) 67.9 ± 9.7 73.0 ± 10.9 62.2 ± 4.9 <0.0001
F, n (%) 71 (53.8) 47 (50) 20 (37) 0.1100

pl-GFAP 1 (pg/mL) 815 (492–1370) 366 (212–684) 126 (95–157) <0.0001
pl-NfL 1 (pg/mL) 116 (63–206) 79 (32–192) - <0.0001
pl-tau 1 (pg/mL) 9 (4–24) 3 (2–5) - <0.0001

CSF 14-3-3 1 (AU/mL)
67,900

(30,200–132,500)
10,900

(6491–22,250) - <0.0001

CSF t-tau 1 (pg/mL) 6520 (2512–11,575) 610 (405–1327) - <0.0001

CSF NfL 1 (pg/mL)
7500

(3947–12,300)
2968

(1229–12,313) - <0.0001

CSF GFAP 1,2 (pg/mL)
14,039

(8787–25,320) - - -

CSF p-tau 1 (pg/mL) 61 (38–86) 62 (34–89) - 0.9564
CSF Aβ42/Aβ40 ratio 1 0.82 (0.72–0.95) 0.62 (0.44–0.90) - 0.0175

1 The age at sampling is expressed as the mean (SD), while the biomarker data are presented as the median
(IQR). 2 CSF GFAP levels were assayed in a subgroup of 67 sCJD patients. Abbreviations: Aβ, amyloid beta;
CSF, cerebrospinal fluid; GFAP, glial fibrillary acidic protein; HC, healthy controls; NfL, neurofilament light
chain; np-RPD, non-prion rapidly progressive dementia; pl-, plasma; p-tau, phospho-tau181; sCJD, sporadic
Creutzfeldt–Jakob disease; t-tau, total tau.

Age was associated with the pl-GFAP levels in the sCJD (rho = 0.318, p = 0.0002) and
np-RPD (rho = 0.258, p = 0.0118) groups, with plasma neurofilament light chain (pl-NfL)
in the sCJD (rho = 0.313, p = 0.0003) group, with phospho-tau181 (p-tau) in the sCJD
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(rho = 0.224, p = 0.0157) and np-RPD (rho = 0.284, p = 0.0072) groups, and with the amyloid
beta-42/amyloid beta-40 (Aβ42/Aβ40) ratio in the sCJD (rho = 0.306, p = 0.0009) and np-
RPD (rho = 0.339, p = 0.0013) groups. In contrast, age did not show any association with
the biomarker values in the HC. Accordingly, we adjusted for age all analyses, including
pl-GFAP or pl-NfL and p-tau or the Aβ42/Aβ40 ratio. Sex showed no effect on the plasma
and CSF biomarker values. There were no significant differences in sex distribution among
the three diagnostic groups. Conversely, age differed between the np-RPD patients and
both the sCJD (p = 0.0003) and HC (p < 0.0001) groups, with the former being older than
the latter two (p = 0.0006).

Prion patients showed higher levels of pl-GFAP in comparison to the HC (p < 0.0001)
and np-RPD participants (p < 0.0001). Moreover, pl-GFAP levels were higher in the np-RPD
group than in the HCs (p < 0.0001). All analyses remained significant after adjusting for
age at sampling (p < 0.0001 for all comparisons) (Figure 1).
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in a logarithmic scale. See the main text for all the p-values (Kruskal–Wallis, followed by Dunn–
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In the sCJD cohort, the pl-GFAP levels significantly correlated with the pl-NfL (rho = 

0.502, p < 0.0001), plasma tau (pl-tau) (rho = 0.253, p = 0.0058), 14-3-3 (rho = 0.370, p < 

Figure 1. Biomarker levels in the main diagnostic groups (sCJD, np-RPD, and HC) and sCJD
subtypes (A). Distribution of the GFAP values in the main sCJD subtypes in plasma (B) and CSF (C).
Thick lines represent medians and interquartile ranges. Plasma and CSF GFAP values are expressed
in a logarithmic scale. See the main text for all the p-values (Kruskal–Wallis, followed by Dunn–
Bonferroni post hoc test). Only sCJD subgroups comprising at least three cases are shown. Abbrevi-
ations: CSF, cerebrospinal fluid; GFAP, glial fibrillary acidic protein; HC, healthy control; np-RPD,
non-prion rapidly progressive dementia; pl-, plasma; sCJD, sporadic Creutzfeldt–Jakob disease.

2.2. Correlations between Plasma and CSF GFAP and Other Biomarkers

In the sCJD cohort, the pl-GFAP levels significantly correlated with the pl-NfL
(rho = 0.502, p < 0.0001), plasma tau (pl-tau) (rho = 0.253, p = 0.0058), 14-3-3 (rho = 0.370,
p < 0.0001), total tau (t-tau) (rho = 0.329, p < 0.0001), and the Aβ42/Aβ40 ratio (rho = −0.204,
p = 0.0285), with the two latter correlations losing significance after adjusting for age. Sim-
ilarly, the CSF GFAP values were significantly associated with the 14-3-3 (rho = 0.386,
p < 0.0014), t-tau (rho = 0.439, p = 0.0002), and p-tau (rho = 0.469, p < 0.0001), but not with the
CSF NfL, pl-NfL, pl-tau, or the Aβ42/Aβ40 ratio. CSF GFAP was not significantly associated
with pl-GFAP in the whole sCJD cohort or within the main clinicopathological subtypes (i.e.,
MM(V)1, VV2, MV2K). In the np-RPD cohort, pl-GFAP significantly correlated with p-tau
(rho = 0.264, p = 0.0129), the Aβ42/Aβ40 ratio (rho = −0.338, p = 0.0014), pl-NfL (rho = 0.330,
p = 0.0013), pl-tau (rho = 0.210, p = 0.0487), and t-tau (rho = 0.211, p = 0.0405), with the three
latter associations losing significance after adjusting for age at sampling.

2.3. Distribution of Plasma and CSF GFAP Levels in the sCJD Cohort According to
Clinicopathological Subtypes

After stratification according to the sCJD subtype and considering the age adjust-
ment, MM(V)1, VV2, and MM2C patients showed significantly higher levels of pl-GFAP
compared to those with MV2K (MM(V)1 vs. MV2K, p = 0.004; VV2 vs. MV2K, p < 0.001;
MM(V)2C vs. MV2K, p = 0.017). VV2 participants had higher pl-GFAP values than the
MM(V)1 group (p = 0.035). All findings previously mentioned remained statistically sig-
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nificant after excluding the probable sCJD patients. Similarly, the CSF GFAP levels were
higher in VV2 compared to MM(V)1 (p = 0.001) and MV2K (p < 0.001), even after excluding
the probable sCJD participants. The MM(V)1 group showed tendentially higher values
than the MV2K, although this result missed the significance threshold. Plasma and CSF
GFAP level distribution among CJD subtypes is shown in Table 2 and Figure 1.

Table 2. Distribution of plasma and CSF GFAP levels in the main subgroups.

Diagnostic Group N pl-GFAP (pg/mL) N CSF GFAP (pg/mL)

MM(V)1 1 63 753 (541–1227) 35 14,691 (6964–21,955)
VV2 1 35 1143 (609–2080) 11 30,935 (17,516–48,452)

MV2K 1 26 454 (281–853) 21 10,164 (8787–13,805)
MM(V)2C 1 5 1120 (1013–1438) - -

MM2T 1 1 701 - -
VV1 1 2 430, 193 - -

1 Both patients with a definite diagnosis of a specific subtype and patients with a probable diagnosis and a high
level of certainty for a given subtype are included. Biomarker data are presented as the median (IQR). Abbre-
viations: CSF, cerebrospinal fluid; GFAP, glial fibrillary acidic protein; np-RPD, non-prion rapidly progressive
dementia; pl-, plasma; sCJD, sporadic Creutzfeldt–Jakob disease.

The profiles of the remaining plasma and CSF surrogate biomarkers of neurodegener-
ation stratified by prion disease subtypes are shown in Table S1 [18].

2.4. Distribution of Plasma GFAP Levels in the sCJD Cohort According to A/T Status

Next, to test whether pl-GFAP levels in sCJD were significantly influenced by amyloid
and tau copathologies, we stratified patients according to their A/T status. The A+ sCJD
group showed higher pl-GFAP levels than A- cases (p = 0.0028); however, this result was no
longer significant after age adjustment. Pl-GFAP was higher in T+ sCJD vs. T- sCJD patients
(p = 0.0026), even after accounting for age (p = 0.024); however, there were no significant
differences when stratifying for clinicopathological subtypes (MM(V)1 and VV2).

2.5. Diagnostic Performance of Plasma GFAP in the Differential Diagnosis between sCJD and np-RPD

To assess the diagnostic performance of CSF and plasma biomarkers, we calculated the
receiver operating characteristic curves (ROCs), sensitivity, and specificity for all biomarkers.
Detailed ROC curve analyses for the CSF biomarkers are reported in Table 3 and Figure 2.
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Figure 2. Biomarker diagnostic performance. ROC curves for plasma GFAP (red), plasma tau (green),
plasma NfL (light blue), CSF NfL (brown), CSF t-tau (blue), and CSF 14-3-3 (orange) in their comparisons
between the CJD and np-RPD groups. Abbreviations: CJD, Creutzfeldt–Jakob disease; CSF, cerebrospinal
fluid; GFAP, glial fibrillary acidic protein; NfL, neurofilament light chain; np-RPD, non-prion rapidly
progressive dementia; pl-, plasma; ROC, receiver operating characteristic; t-tau, total tau.
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Table 3. Diagnostic performance of plasma GFAP and other surrogate biomarkers.

CJD vs. np-RPD Atypical CJD 1 vs. np-RPD

AUC
(95% CI) Sens. (%) Spec. (%) Cutoff

(pg/mL)
AUC

(95% CI) Sens. (%) Spec. (%) Cutoff
(pg/mL)

CSF t-tau 0.918 (0.880–0.956) 86.2 88.2 1757 0.781 (0.693–0.868) 88.2 64.8 782
CSF 14-3-3 0.875 (0.827–0.924) 93.7 69.8 16,500 0.700 (0.600–0.799) 75.7 69.8 16,500
CSF NfL 0.663 (0.583–0.742) 87.7 20.2 20,500 0.599 (0.499–0.698) 97.0 20.2 20,500
pl-GFAP 0.760 (0.697–0.823) 73.4 67.0 521 0.614 (0.500–0.728) 29.4 91.4 968

pl-tau 0.805 (0.746–0.863) 74.5 70.4 4 0.702 (0.585–0.819) 37.5 97.5 12
pl-NfL 0.596 (0.515–0.677) 95.4 13.0 595 0.514 (0.411–0.617) 100 14.1 404

CJD vs. rp-ND CJD vs. rp-nonND

AUC
(95% CI) Sens. (%) Spec. (%) Cutoff

(pg/mL)
AUC

(95% CI) Sens. (%) Spec. (%) Cutoff
(pg/mL)

CSF t-tau 0.948 (0.905–0.992) 86.2 97.8 1757 0.889 (0.837–0.941) 86.2 79.1 1739
CSF 14-3-3 0.942 (0.909–0.975) 86.8 88.8 20,700 0.813 (0.736–0.890) 93.7 60.4 16,500
CSF NfL 0.803 (0.714–0.891) 90.8 67.3 2093 0.528 (0.416–0.641) 87.7 29.1 22,000
pl-GFAP 0.762 (0.688–0.837) 64.3 78.2 633 0.758 (0.673–0.843) 80.3 64.5 439

pl-tau 0.836 (0.773–0.898) 74.5 76.7 4 0.775 (0.702–0.848) 45.7 95.5 10
pl-NfL 0.709 (0.609–0.809) 87.1 53.3 49 0.488 (0.377–0.599) 90.1 27.6 340

1 Atypical sCJD includes MV2K, MM(V)2C, MM2T, and VV1 sCJD subtypes. Abbreviations: AUC, area under the
curve; CI, confidence interval; CSF, cerebrospinal fluid; GFAP, glial fibrillary acidic protein; NfL, neurofilament
light chain; np-RPD, non-prion rapidly progressive dementia; rp-ND, neurodegenerative np-RPD; pl-, plasma;
t-tau, total tau.

In the ROC curve analysis, pl-GFAP yielded a diagnostic accuracy of 76% (area under
the curve (AUC) of 0.760 (0.697–0.823)) in discriminating between CJD and np-RPD. Its di-
agnostic performance was in the range of pl-tau (AUC of 0.805 (0.746–0.863)) and exceeded
that of pl-NfL (AUC of 0.596 (0.515–0.677)) (pl-GFAP vs. pl-NfL: p = 0.0454), and CSF NfL
(AUC of 0.663 (0.583–0.742)) (CSF NfL vs. pl-GFAP: p = 0.0152); however, it was lower than
that of 14-3-3 (AUC of 0.875 (0.827–0.924)) (14-3-3 vs. pl-GFAP: p = 0.0019), and t-tau (AUC
if 0.918 (0.880–0.956)) (t-tau vs. pl-GFAP: p < 0.0001).

When analysing the biomarkers’ diagnostic accuracy in discriminating between pa-
tients with sCJD and those with a neurodegenerative RPD (rp-ND), pl-GFAP (AUC of
0.762 (0.688–0.837)) was again outperformed by 14-3-3 and t-tau (pl-GFAP vs. 14-3-3,
p < 0.0001; pl-GFAP vs t-tau, p < 0.0001), while its diagnostic performance was in the
range of CSF NfL, pl-NfL and pl-tau. Conversely, when we restricted the analysis to the
non-neurodegenerative RPD (rp-nonND) group, pl-GFAP (AUC of 0.758 (0.673–0.843))
diagnostic accuracy was in the range of pl-tau and higher than both CSF and plasma
NfL (pl-GFAP vs. CSF NfL: p = 0.0004; pl-GFAP vs. pl-NfL: p < 0.0001), although it was
still outperformed by 14-3-3 and t-tau (pl-GFAP vs. 14-3-3, p < 0.0001; pl-GFAP vs. t-tau,
p < 0.0001).

In the differential diagnosis between atypical, slowly progressive sCJD individuals
(i.e., MV2K, MM(V)2C, MM2T, and VV1) and np-RPD patients, pl-GFAP (AUC of 0.614
(0.500–0.728)) diagnostic performance was in the range of that of 14-3-3, pl-tau, and CSF
and plasma NfL, and inferior to that of t-tau (pl-GFAP vs. t-tau, p = 0.0177).

2.6. Prognostic Value and Distribution according to Disease Stages of Plasma GFAP in sCJD

Next, we used univariable and multivariable Cox regression analyses to investigate the
associations among survival, biomarkers’ values, and other variables known as prognostic
factors in prion disease (age at sampling, time from symptoms onset to sample collection,
and codon 129 genotype). We evaluated the association of survival with both the continuous
values and tertiles of each biomarker, i.e., we investigated how survival changed in subjects
with higher biomarker levels (belonging to the “mid-tertile” and “high-tertile” groups)
compared to those with lower biomarker levels (“low-tertile” group).
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When considering the whole sCJD cohort, pl-GFAP was significantly associated with
survival (hazard ratio (HR) 1.27 (1.00–1.63), p = 0.050); however, this result lost significance
after accounting for known prognostic factors in prion disease. Moreover, we found no
significant associations between pl-GFAP and survival when stratifying for the clinico-
pathological subtype, neither in the univariate nor multivariate Cox regression. Detailed
data regarding the association between pl-GFAP levels and survival are shown in Table 4.
Survival curves are shown in Figure 3.

Table 4. Associations of plasma and GFAP levels with survival time in the whole sCJD cohort and
after stratification according to the clinicopathological subtype.

Survival Time Univariate Cox
Regression

Multivariate Cox
Regression 1

Median ± IQR
(Months) HR (95% CI) p Value HR (95% CI) p Value

Whole CJD cohort (N = 121)
Continuous value 1.7 (0.5–3.9) 1.27 (1.00–1.63) 0.050 1.16 (0.86–1.57) 0.301

Low tertile 2.0 (1.0–4.5) Ref Ref Ref Ref
Mid tertile 1.8 (1.0–4.0) 0.90 (0.57–1.42) 0.660 0.74 (0.47–1.19) 0.225
High tertile 1.3 (0.5–2.7) 1.36 (0.88–2.12) 0.164 1.21 (0.74–1.98) 0.427

MM(V)1 + VV2 sCJD (N = 92)
Continuous value 1.1 (0.5–2.0) 0.98 (0.68–1.40) 0.925 0.89 (0.59–1.36) 0.618

Low tertile 1.0 (0.6–2.0) Ref Ref Ref Ref
Mid tertile 1.5 (0.9–3.0) 0.63 (0.36–1.09) 0.102 0.57 (0.33–1.00) 0.053
High tertile 1.0 (0.5–2.0) 0.96 (0.57–1.60) 0.882 0.93 (0.52–1.64) 0.809

Atypical sCJD 2 (N = 29)
Continuous value 8.0 (4.9–12.0) 1.01 (0.62–1.64) 0.962 1.07 (0.57–2.03) 0.817

Low tertile 9.4 (6.0–11.0) Ref Ref Ref Ref
Mid tertile 7.0 (3.5–16.0) 0.40 (0.14–1.17) 0.097 0.39 (0.12–1.30) 0.128
High tertile 7.0 (3.0–11.0) 0.89 (0.34–2.34) 0.822 0.95 (0.27–3.32) 0.939

1 All multivariate Cox regression analyses included the codon 129 genotype, age at sampling, and time from
onset to sample collection as covariates. 2 Atypical sCJD includes the MV2K, MM(V)2C, MM2T, and VV1 sCJD
subtypes. Bold values indicate statistically significant hazard ratios. Abbreviations: CI, confidence interval; CSF,
cerebrospinal fluid; GFAP, glial fibrillary acidic protein; HR, hazard ratio; IQR, interquartile range; Ref, reference;
sCJD, sporadic Creutzfeldt–Jakob disease.
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Survival analyses for the remaining biomarkers are reported in Table S2 and shown in
Figure S1.

Regarding the possible correlation between plasma and CSF GFAP and disease stage
within the whole sCJD cohort, higher pl-GFAP was weakly associated with a later disease
stage (rho = 0.263, p = 0.0035), even after age adjustment (p = 0.016), while CSF GFAP
showed no significant association, even after accounting for age. When stratifying for sCJD
subtypes, the disease stage did not correlate with the plasma or CSF GFAP values.

3. Discussion

Neuroinflammation is increasingly recognised as a pivotal pathogenetic process in neu-
rodegenerative disorders, including prion disease [14–16]. In this regard, proteins released
in body fluids due to the neuroinflammatory response may represent promising biomarkers
for diagnosis and disease monitoring. While the diagnostic potential of CSF GFAP has
been previously explored in prion disease [15], little is known about its diagnostic value in
blood. Moreover, its relative prognostic value compared to the currently available blood
biomarkers (e.g., pl-NfL or pl-tau) is still mostly unexplored. In this study, we measured
pl-GFAP in a large RPD cohort comprising both sCJD and np-RPD patients and healthy
subjects. We reported a marked increase in the pl-GFAP levels of sCJD patients compared to
the np-RPD patients and HCs, likely reflecting the significant astrocyte activation occurring
in prion disease as a response to PrPSc misfolding and aggregation [16,17].

When evaluating its diagnostic accuracy in distinguishing sCJD from np-RPD individ-
uals, pl-GFAP performed similarly to pl-tau (to date, one of the most accurate biomarkers
available in plasma [18–20]) and better than plasma and CSF NfL, although significantly
worse than traditional CSF biomarkers (14-3-3, t-tau). This result was substantially consis-
tent even after stratifying the np-RPD in the rp-ND and rp-nonND subgroups, and also
when considering only rp-AD participants (i.e., the most common form of rp-ND) (data
not shown). Interestingly, the diagnostic performance of pl-GFAP was also substantially
maintained for the atypical sCJD subtypes (MV2K, MM2C, MM2T, and VV1), which often
show low levels of traditional plasma and CSF biomarkers, yielding an accuracy against
np-RPD in the ranges of CSF 14-3-3, CSF and plasma NfL, and pl-tau. In summary, despite
the fair diagnostic performance, our results indicate that pl-GFAP has no added value com-
pared to traditional CSF and plasma surrogate markers of neurodegeneration. Moreover,
the recent discovery of blood markers with comparable accuracy to CSF 14-3-3 and t-tau
(e.g., β-synuclein) further reduces the potential applications and usefulness of pl-GFAP for
diagnostic/screening purposes [21].

We also evaluated the prognostic value of pl-GFAP compared to other biomarkers.
The pl-GFAP levels were significantly associated with survival in the whole sCJD cohort.
However, this result missed the significance threshold after accounting for covariates
known to have a prognostic role in prion disease (age at sampling, PRNP genotype at
codon 129, and time between symptoms onset and sampling) and after stratifying the
analysis for sCJD subtypes. This result confirms, in a larger group of patients, the modest
prognostic value of pl-GFAP, previously reported in a small CJD cohort [12]. Similarly, the
CSF GFAP levels were not significantly associated with survival either in the univariable or
in the multivariable analyses. Conversely, all CSF and plasma surrogate neurodegeneration
biomarkers could accurately predict survival, as previously reported [12,18]. The reasons
for the poor prognostic value of GFAP compared to neurodegeneration markers in sCJD
are not known. Intriguingly, in other neurodegenerative diseases (e.g., Alzheimer’s disease
(AD), GRN-frontotemporal dementia (GRN-FTD)), and even in older people at high risk
for dementia, elevated blood GFAP levels have been reported to have some predictive
value, being associated with faster cognitive decline and reduced brain volumes [22]. These
differences in the pl-GFAP prognostic values among heterogeneous diseases might be
due to the different roles that processes of neurodegeneration and astrocytic activation
have in determining clinical progression. We speculate that while in sCJD, early massive
neurodegeneration occurs, driving clinical deterioration, followed by less timely astrocytic
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activation (especially in some subtypes, such as VV2) [17], in other more slowly progressive
diseases (e.g., AD), neurodegeneration and astrocyte activation may be more temporally
linked, and thus, both significantly related to clinical course. Future studies should in-
vestigate the heterogeneity of the astrocytic activation process among neurodegenerative
diseases and its clinical correlates.

Regarding the association between biomarker levels and disease stage in the CJD
cohort, we found a gradual increase in pl-GFAP levels along the disease course. How-
ever, considering each clinicopathological subtype separately, the disease stage did not
correlate with pl-GFAP concentrations. CSF GFAP showed a similar trend, as we found
no association between its CSF concentrations and disease stage in the CJD cohort or each
clinicopathological subtype. Overall, this evidence suggests that plasma and CSF GFAP
levels increase in the early symptomatic phase and remain substantially stable during the
disease course. Future studies, including asymptomatic individuals at risk of prion disease,
should help investigate GFAP dynamics in the presymptomatic disease stage.

Regarding the pl-GFAP distribution along the sCJD spectrum, VV2 patients showed
higher plasma levels than MM(V)1, and both had higher concentrations than MV2K.
Similarly, CSF GFAP concentrations were higher in VV2 than in both MM(V)1 (with an
even higher difference than in the plasma) and MV2K, as previously reported [15]. The
presence of two slightly distinct biofluids GFAP profiles (with a lowering of biomarker
levels in VV2 relative to MM(V)1 in plasma compared to CSF) justifies, at least in part, the
poor correlation between the CSF and pl-GFAP levels. This peculiar behaviour, already
observed with other plasma biomarkers, such as tau, NfL, and β-synuclein, could be related
to the different regional lesion profiles between the two sCJD subtypes. Specifically, the
early cortical involvement (also in terms of astrogliosis), which characterises MM(V)1 (but
not VV2) subjects, may lead to a higher spillover of these molecules in the blood compared
to that from subcortical regions [2,17,18,21].

The reasons for different levels of CSF GFAP among the main sCJD subtypes (i.e.,
MM(V)1, VV2, and MV2K) are unknown. A previous study reported that the brains
of the three major sCJD subtypes do not present significant differences in total GFAP
immunoreactivity [17]. In this regard, the higher CSF concentrations observed in VV2
compared to MM(V)1 and MV2K may reflect reduced CSF GFAP drainage, possibly due to
lower cortical astrogliosis (and thus, GFAP drainage in the blood) in the former compared
to the other subtypes, in line with our previous hypothesis [17].

This study also studied the possible inter-correlation between GFAP and markers
indicative of alternative pathological processes. In the sCJD cohort, both plasma and CSF
GFAP variably correlated with plasma and CSF neurodegeneration biomarkers, likely
reflecting the close relationship between neuroinflammation and neurodegeneration, as pre-
viously described [16,17], but not with AD core biomarkers (p-tau and the Aβ42/Aβ40 ratio).
In contrast, in the np-RPD cohort, the pl-GFAP levels were also significantly associated
with AD core biomarkers and neurodegeneration markers, most likely due to the inclusion
of many AD patients in the np-RPD group. Pl-GFAP levels are indeed markedly increased
in AD compared to healthy controls or other neurodegenerative diseases (e.g., FTD). In
subjects with AD, pl-GFAP levels strongly correlate with cortical Aβ deposition. More
specifically, linear, positive associations were observed in the early stages and diverged dur-
ing the disease course, suggesting that astrocytic activation begins in the presymptomatic
phase of AD and is associated with brain Aβ load [22]. The nonspecific significance of
increased pl-GFAP levels makes it an unreliable marker in the differential diagnosis be-
tween sCJD and AD. In this clinical setting, the diagnostic accuracy of proposed AD plasma
biomarkers, which are expected to specifically reflect AD core neuropathological changes
(e.g., different phosphorylated tau isoforms), should be addressed in future studies.

Next, we used our wide and heterogeneous sCJD cohort to test whether pl-GFAP
levels in sCJD were significantly influenced by amyloid (A+) or tau (T+) copathologies.
The pl-GFAP levels were not significantly different between the A+ and A- sCJD patients.
Conversely, the T+ sCJD participants showed higher pl-GFAP than the T- ones; however,
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this result was not significant after stratifying for the clinicopathological subtype. This
apparently contradictory result is most likely due to the inclusion, when considering the
whole sCJD cohort, with many sCJD patients showing both high pl-GFAP and CSF p-tau
concentrations. Indeed, VV2 patients often exhibit high p-tau levels (and thus, frequent T+
status), reflecting either an AD tauopathy or a prion disease-related tauopathy, or both [23].
This evidence suggests that neither A+ nor T+ status significantly influences pl-GFAP
concentrations in sCJD.

This study comes with some limitations. First, it cannot be ruled out that some patients
without neuropathological evaluation were misdiagnosed. Moreover, classifying probable
sCJD patients into a specific clinicopathological subtype could have been inaccurate. How-
ever, we believe that the use of second-generation prion RT-QuIC and codon 129 genotyping
have effectively minimised these risks. We also recognise that small sample sizes, especially
in analyses involving atypical sCJD subtypes, and the lack of clinical measurements of
functional status and progression rate are further limitations. As an additional limitation,
the fact we used akinetic mutism in place of time to death when life-extending treatments
were adopted might have introduced a bias in the survival calculation, given that we did
not use the same variable for all patients. Ultimately, the validity and generalizability of
our results are limited by the retrospective and unicentric design of the study.

4. Materials and Methods
4.1. Patients’ Selection

We retrospectively analysed CSF and plasma samples from RPD patients submitted
from 2003 to 2022 to the Neuropathology Laboratory (NP-Lab) at the Institute of Neurolog-
ical Sciences of Bologna with suspicion of CJD at the time of the LP for diagnostic purposes.
We included patients with a definite (i.e., neuropathological) or probable clinical diagnosis
and enough CSF to perform the biomarker assays. The total cohort comprised 226 patients,
132 suffering from sCJD and 94 from np-RPD. We assayed the plasma concentrations of
pl-GFAP, pl-NfL, and pl-tau and of the CSF 14-3-3, t-tau, NfL, p-tau, Aβ42, and Aβ40. The
CSF GFAP levels were assessed only in a subgroup of 67 sCJD patients representative of the
main clinicopathological subtypes (i.e., MM(V)1, VV2, and MV2K) to study the biomarkers
of CSF-plasma dynamics across the most common sCJD subtypes. We also assessed the pl-
GFAP concentrations in 54 samples from subjects without evidence of neurological disease
(HC) as controls. Specifically, the HCs included a group of healthy (i.e., medical history
not relevant for significant diseases/medications) blood donors. Before blood collection,
all HCs underwent medical evaluation, including a standardised interview to exclude
neurological symptoms and a thorough neurological examination.

Of the 132 sCJD patients, 69 had a neuropathological diagnosis, while 63 had a clinical
diagnosis of probable sCJD, according to the current diagnostic criteria [8], and were all
positive by prion RT-QuIC. sCJD individuals with a neuropathological diagnosis were
also classified into subtypes according to Parchi et al. [2,24] (i.e., MM[V]1, VV2, MV2K,
etc.). Among them, 14 participants showing a mixed subtype were classified based on
the dominant histotype according to the current criteria [25]. For the biomarker analysis
according to the clinicopathological subtype, the patients with definite sCJD were merged
with those with a probable diagnosis and a high level of certainty for a given subtype, as
previously reported [18,26,27]. Further details regarding the classification of patients with
probable sCJD are reported in the Supplementary Materials.

Regarding the biomarkers’ prognostic performance in sCJD, we calculated survival as
the time (in months) from sample collection to death or akinetic mutism. The latter was
used in place of time to death exclusively when the revision of medical charts indicated
the adoption of life-extending treatments (e.g., enteral/parenteral nutrition, tracheostomy).
A total of 11 patients were excluded from the survival analyses due to insufficient in-
formation on disease duration. Furthermore, the disease stage in the CJD subjects was
calculated as the ratio between disease onset to sampling and the overall survival, as
reported previously [11,18].
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All np-RPD patients presented with RPD and tested negative by prion RT-QuIC.
Within the np-RPD cohort, we identified two subgroups depending on the RPD etiology,
either degenerative (rp-ND) or not (i.e., RPD due to alternative non-neurodegenerative
causes, i.e., rp-nonND]), including inflammatory (e.g., immune-mediated or infectious
encephalitis), toxic-metabolic (e.g., Wernicke–Korsakoff syndrome, hepatic encephalopathy,
uremia), neoplastic (primitive or secondary CNS malignancies), and vascular (e.g., recurrent
or progressive strokes, vascular dementia) etiologies [28–32]. Overall, 15 subjects were
diagnosed at autopsy. For the remaining 79 patients, attribution of a high probable clinical
diagnosis (i.e., to a particular diagnostic group) was achieved by interpreting clinical,
laboratory (e.g., positivity for autoantibodies targeting CNS antigens, positive α-synuclein
RT-QuIC assay, and CSF biomarker profile suggestive of AD), and imaging data in light
of the most recent RPD diagnostic algorithms [28]. Rp-ND patients with a probable
clinical diagnosis were classified according to the current diagnostic criteria and pathology
biomarker results (i.e., Aβ42/Aβ40 ratio, p-tau, and α-synuclein RT-QuIC) [29–32]. Details
regarding the etiologies of all np-RPD participants are presented in Table 5.

Table 5. Diagnostic categories of np-RPD cohort (n = 94).

np-RPD Pathological (n = 15) Clinical (n = 79)

rp-nonND 10 38
Inflammatory 5 18

Toxic-Metabolic 1 10
Neoplastic 1 2
Vascular 3 8
rp-ND 5 41

AD 4 25
AD + LBD 1 10

DLB - 3
FTD - 3

Abbreviations: AD, Alzheimer’s disease; LBD, Lewy body disease; FTD, frontotemporal dementia; np-RPD,
non-prion rapidly progressive dementia; rp-ND, neurodegenerative np-RPD.

4.2. CSF Biomarker Analysis

CSF samples were obtained by LP at the L3/L4 or L4/L5 intervertebral level, cen-
trifuged in case of blood contamination, divided into aliquots, and stored in polypropylene
tubes at −80 ◦C until analysis. For the AD core biomarkers measurements, t-tau, p-tau,
Aβ42, and Aβ40 were measured by automated chemiluminescent enzyme immunoassay
on the Lumipulse G600II platform (Fujirebio, Gent, Belgium). The inter-assay coefficients
of variation (CVs) were <8% for all biomarkers. Pathological values for defining the A/T
status were determined using validated cutoff values [33]. More specifically, an Aβ42/Aβ40
ratio < 0.65 and a p-tau > 62 pg/mL supported the A+ and T+ statuses, respectively.

Commercially available ELISA kits were used to measure the NfL and 14-3-3 gamma
isoform, as described [34,35]. The GFAP concentrations were determined by running the
commercially available GFAP Discovery Kit (Quanterix) on the SiMOA SR-X platform
(Quanterix, Billerica, MA, USA). The intra-assay and the inter-assay CVs were respectively
7% and 15% for NfL, 6% and 13% for 14-3-3, and 8% for GFAP (only one plate was
used). Eventually, all CSF samples from patients without autopsy examination, classified
as probable sCJD or np-RPD, were tested by the second-generation prion RT-QuIC, as
described [6].

4.3. Plasma Biomarker Analysis

EDTA plasma samples were collected, aliquoted, and stored at −80 ◦C according to
standard procedures [33]. The pl-NfL, pl-tau, and pl-GFAP were measured with the SiMOA
NF-light advantage, SiMOA Human t-tau, and SiMOA GFAP Discovery Kits (i.e., the same
used for CSF GFAP quantification) on the SiMOA SR-X platform (Quanterix). The mean
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intra-assay and inter-assay CVs were 4% and 12% for pl-NfL, 5% and 10% for pl-tau, and
5% and 11% for pl-GFAP.

4.4. Statistical Analysis

Statistical analyses were performed using GraphPad Prism 9 (Graph-Pad Software)
and Stata 18 SE (StataCorp). The data were expressed as the mean ± standard deviation
(SD) or median and interquartile range (IQR) based on the distribution of values. For
continuous variables, we variably applied the Mann–Whitney U test, t-test, Kruskal–Wallis
test (followed by Dunn–Bonferroni post hoc test), or the one-way analysis of variance (fol-
lowed by Tukey’s post hoc test), depending on the group number and data distribution. All
reported p-values were adjusted for multiple comparisons, and differences were considered
statistically significant at p < 0.05. The Chi-square test was adopted for categorical variables.
Spearman’s Rho coefficient was used to test the possible correlation among variables. Mul-
tivariable linear regression models were used to age-adjust the differences in the biomarker
levels among the groups after the transformation of the dependent variable in the natural
logarithmic scale. ROC analyses were performed to calculate each biomarker’s sensitivity,
specificity, and diagnostic accuracy with a relative 95% confidence interval (95% CI). Maxi-
mized Youden’s index was used to define the optimal cutoff value for each biomarker. The
areas under the curve between the ROC curves were compared using the DeLong test. The
differences were considered statistically significant at a p-value < 0.05. For survival analysis,
biomarker concentration was naturally log-transformed to fulfil the normal distribution.
We used the Kaplan–Meier estimate to calculate the cumulative time-dependent probability
of death. Univariable and multivariable Cox regression analyses were performed to assess
the association between survival, continuous values or tertiles of each biomarker, and
other variables, known as prognostic factors in prion disease (age at sampling, sex, time
from symptom onset to sample collection, codon 129 genotype, and clinicopathological
subtype) [12,18]. Survival analyses were performed for the whole CJD cohort and in two
separate subgroups, according to the clinicopathological subtype, as follows: (1) the most
common and rapidly progressive subtypes (i.e., MM(V)1 and VV2), and (2) “atypical CJD”,
including all the other subtypes. The survival analysis results are presented as the HRs and
95% CIs. The assumption of proportional hazard was assessed by Schoenfeld residuals.

5. Conclusions

In conclusion, our results suggest that pl-GFAP does not provide added diagnostic
value compared to the established CSF (14-3-3 and t-tau) and plasma (pl-tau) surrogate
biomarkers, yielding a diagnostic performance in the CSF and plasma NfL range. More-
over, our study suggests that pl-GFAP has a worse prognostic potential than all the other
CSF and plasma surrogate neurodegeneration biomarkers. Finally, since plasma levels
correlate with neurodegeneration markers and are not significantly influenced by amyloid
or tau copathology, pl-GFAP may be potentially used to monitor both neuroinflammation
and neurodegeneration noninvasively when disease-modifying therapies for sCJD will
become available.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/ijms25105106/s1.

Author Contributions: Conceptualization, G.M.B. and P.P.; methodology, G.M.B. and P.P.; formal
analysis, G.M.B. and C.Z.; investigation, G.M.B., S.B., A.M. (Andrea Mastrangelo), C.Z., A.M. (Angela
Mammana), M.R., B.P., S.C. and P.P.; data curation, G.M.B. and C.Z.; resources, P.P.; writing—original
draft preparation, G.M.B. and P.P.; writing—review and editing, G.M.B. and P.P.; visualization, G.M.B.
and P.P.; supervision, P.P.; project administration, P.P.; funding acquisition, P.P. All authors have read
and agreed to the published version of the manuscript.

Funding: This study was supported by the Italian Ministero della Salute (“Ricerca Corrente”).

https://www.mdpi.com/article/10.3390/ijms25105106/s1
https://www.mdpi.com/article/10.3390/ijms25105106/s1


Int. J. Mol. Sci. 2024, 25, 5106 12 of 14

Institutional Review Board Statement: This study was conducted according to the revised Declara-
tion of Helsinki and Good Clinical Practice guidelines and approved by the local ethics committee
(approval number AVEC:18025, 113/2018/OSS/AUSLBO).

Informed Consent Statement: Written informed consent was given by study participants or the next
of kin.

Data Availability Statement: The data presented in this study are available upon reasonable request
from the corresponding author.

Acknowledgments: We thank the patients and their caregivers for supporting the research in
neurodegenerative diseases and the Italian neurologists who provided the clinical information.

Conflicts of Interest: The authors declare no conflicts of interest. The funders had no role in the
design of the study, the collection, analysis, or interpretation of data, the writing of the manuscript,
or the decision to publish the results.

References
1. Baiardi, S.; Rossi, M.; Capellari, S.; Parchi, P. Recent Advances in the Histo-Molecular Pathology of Human Prion Disease:

Histo-Molecular Pathology of Human Prion Disease. Brain Pathol. 2019, 29, 278–300. [CrossRef] [PubMed]
2. Parchi, P.; Giese, A.; Capellari, S.; Brown, P.; Schulz-Schaeffer, W.; Windl, O.; Zerr, I.; Budka, H.; Kopp, N.; Piccardo, P.; et al.

Classification of Sporadic Creutzfeldt-Jakob Disease Based on Molecular and Phenotypic Analysis of 300 Subjects. Ann. Neurol.
1999, 46, 224–233. [CrossRef] [PubMed]

3. Atarashi, R.; Satoh, K.; Sano, K.; Fuse, T.; Yamaguchi, N.; Ishibashi, D.; Matsubara, T.; Nakagaki, T.; Yamanaka, H.; Shirabe, S.;
et al. Ultrasensitive Human Prion Detection in Cerebrospinal Fluid by Real-Time Quaking-Induced Conversion. Nat. Med. 2011,
17, 175–178. [CrossRef]

4. McGuire, L.I.; Peden, A.H.; Orrú, C.D.; Wilham, J.M.; Appleford, N.E.; Mallinson, G.; Andrews, M.; Head, M.W.; Caughey, B.;
Will, R.G.; et al. Real-Time Quaking-Induced Conversion Analysis of Cerebrospinal Fluid in Sporadic Creutzfeldt-Jakob Disease.
Ann. Neurol. 2012, 72, 278–285. [CrossRef] [PubMed]

5. Groveman, B.R.; Orrú, C.D.; Hughson, A.G.; Bongianni, M.; Fiorini, M.; Imperiale, D.; Ladogana, A.; Pocchiari, M.; Zanusso,
G.; Caughey, B. Extended and Direct Evaluation of RT-QuIC Assays for Creutzfeldt-Jakob Disease Diagnosis. Ann. Clin. Transl.
Neurol. 2017, 4, 139–144. [CrossRef] [PubMed]

6. Franceschini, A.; Baiardi, S.; Hughson, A.G.; McKenzie, N.; Moda, F.; Rossi, M.; Capellari, S.; Green, A.; Giaccone, G.; Caughey, B.;
et al. High Diagnostic Value of Second Generation CSF RT-QuIC across the Wide Spectrum of CJD Prions. Sci. Rep. 2017, 7, 10655.
[CrossRef] [PubMed]

7. Candelise, N.; Baiardi, S.; Franceschini, A.; Rossi, M.; Parchi, P. Towards an Improved Early Diagnosis of Neurodegenerative
Diseases: The Emerging Role of in Vitro Conversion Assays for Protein Amyloids. Acta Neuropathol. Commun. 2020, 8, 117.
[CrossRef] [PubMed]

8. Hermann, P.; Appleby, B.; Brandel, J.-P.; Caughey, B.; Collins, S.; Geschwind, M.D.; Green, A.; Haïk, S.; Kovacs, G.G.; Ladogana, A.;
et al. Biomarkers and Diagnostic Guidelines for Sporadic Creutzfeldt-Jakob Disease. Lancet Neurol. 2021, 20, 235–246. [CrossRef]
[PubMed]

9. Thompson, A.G.B.; Mead, S.H. Review: Fluid Biomarkers in the Human Prion Diseases. Mol. Cell. Neurosci. 2019, 97, 81–92.
[CrossRef]

10. Mastrangelo, A.; Mammana, A.; Baiardi, S.; Tiple, D.; Colaizzo, E.; Rossi, M.; Vaianella, L.; Polischi, B.; Equestre, M.; Poleggi,
A.; et al. Evaluation of the Impact of CSF Prion RT-QuIC and Amended Criteria on the Clinical Diagnosis of Creutzfeldt-Jakob
Disease: A 10-Year Study in Italy. J. Neurol. Neurosurg. Psychiatry 2022, 94, 121–129. [CrossRef] [PubMed]

11. Bentivenga, G.M.; Baiardi, S.; Mastrangelo, A.; Zenesini, C.; Mammana, A.; Polischi, B.; Capellari, S.; Parchi, P. Diagnostic and
Prognostic Value of Cerebrospinal Fluid SNAP-25 and Neurogranin in Creutzfeldt-Jakob Disease in a Clinical Setting Cohort of
Rapidly Progressive Dementias. Alzheimer’s Res. Ther. 2023, 15, 150. [CrossRef] [PubMed]

12. Staffaroni, A.M.; Kramer, A.O.; Casey, M.; Kang, H.; Rojas, J.C.; Orrú, C.D.; Caughey, B.; Allen, I.E.; Kramer, J.H.; Rosen, H.J.; et al.
Association of Blood and Cerebrospinal Fluid Tau Level and Other Biomarkers with Survival Time in Sporadic Creutzfeldt-Jakob
Disease. JAMA Neurol. 2019, 76, 969–977. [CrossRef] [PubMed]

13. Baiardi, S.; Capellari, S.; Bartoletti Stella, A.; Parchi, P. Unusual Clinical Presentations Challenging the Early Clinical Diagnosis of
Creutzfeldt-Jakob Disease. J. Alzheimer’s Dis. 2018, 64, 1051–1065. [CrossRef] [PubMed]

14. Jesse, S.; Steinacker, P.; Cepek, L.; von Arnim, C.; Tumani, H.; Lehnert, S.; Kretzmar, H.; Baier, M.; Otto, M. Glial Fibrillary Acidic
Protein and Protein S-100B: Different Concentration Pattern of Glial Proteins in Cerebrospinal Fluid of Patients with Alzheimer’s
Disease and Creutzfeldt-Jakob Disease. J. Alzheimer’s Dis. 2009, 5, P505–P506. [CrossRef]

https://doi.org/10.1111/bpa.12695
https://www.ncbi.nlm.nih.gov/pubmed/30588685
https://doi.org/10.1002/1531-8249(199908)46:2%3C224::AID-ANA12%3E3.0.CO;2-W
https://www.ncbi.nlm.nih.gov/pubmed/10443888
https://doi.org/10.1038/nm.2294
https://doi.org/10.1002/ana.23589
https://www.ncbi.nlm.nih.gov/pubmed/22926858
https://doi.org/10.1002/acn3.378
https://www.ncbi.nlm.nih.gov/pubmed/28168213
https://doi.org/10.1038/s41598-017-10922-w
https://www.ncbi.nlm.nih.gov/pubmed/28878311
https://doi.org/10.1186/s40478-020-00990-x
https://www.ncbi.nlm.nih.gov/pubmed/32711575
https://doi.org/10.1016/S1474-4422(20)30477-4
https://www.ncbi.nlm.nih.gov/pubmed/33609480
https://doi.org/10.1016/j.mcn.2018.12.003
https://doi.org/10.1136/jnnp-2022-330153
https://www.ncbi.nlm.nih.gov/pubmed/36428087
https://doi.org/10.1186/s13195-023-01300-y
https://www.ncbi.nlm.nih.gov/pubmed/37684653
https://doi.org/10.1001/jamaneurol.2019.1071
https://www.ncbi.nlm.nih.gov/pubmed/31058916
https://doi.org/10.3233/JAD-180123
https://www.ncbi.nlm.nih.gov/pubmed/30010123
https://doi.org/10.1016/j.jalz.2009.04.623


Int. J. Mol. Sci. 2024, 25, 5106 13 of 14

15. Abu-Rumeileh, S.; Steinacker, P.; Polischi, B.; Mammana, A.; Bartoletti-Stella, A.; Oeckl, P.; Baiardi, S.; Zenesini, C.; Huss, A.;
Cortelli, P.; et al. CSF Biomarkers of Neuroinflammation in Distinct Forms and Subtypes of Neurodegenerative Dementia.
Alzheimer’s Res. Ther. 2020, 12, 2. [CrossRef] [PubMed]

16. Carroll, J.A.; Chesebro, B. Neuroinflammation, Microglia, and Cell-Association during Prion Disease. Viruses 2019, 11, 65.
[CrossRef] [PubMed]

17. Franceschini, A.; Strammiello, R.; Capellari, S.; Giese, A.; Parchi, P. Regional Pattern of Microgliosis in Sporadic Creutzfeldt-Jakob
Disease in Relation to Phenotypic Variants and Disease Progression. Neuropathol. Appl. Neurobiol. 2018, 44, 574–589. [CrossRef]
[PubMed]

18. Abu-Rumeileh, S.; Baiardi, S.; Ladogana, A.; Zenesini, C.; Bartoletti-Stella, A.; Poleggi, A.; Mammana, A.; Polischi, B.; Pocchiari,
M.; Capellari, S.; et al. Comparison between Plasma and Cerebrospinal Fluid Biomarkers for the Early Diagnosis and Association
with Survival in Prion Disease. J. Neurol. Neurosurg. Psychiatry 2020, 91, 1181–1188. [CrossRef] [PubMed]

19. Thompson, A.J.; Banwell, B.L.; Barkhof, F.; Carroll, W.M.; Coetzee, T.; Comi, G.; Correale, J.; Fazekas, F.; Filippi, M.; Freedman,
M.S.; et al. Diagnosis of Multiple Sclerosis: 2017 Revisions of the McDonald Criteria. Lancet Neurol. 2018, 17, 162–173. [CrossRef]
[PubMed]

20. Zerr, I.; Villar-Piqué, A.; Hermann, P.; Schmitz, M.; Varges, D.; Ferrer, I.; Riggert, J.; Zetterberg, H.; Blennow, K.; Llorens, F.
Diagnostic and Prognostic Value of Plasma Neurofilament Light and Total-Tau in Sporadic Creutzfeldt-Jakob Disease. Alzheimer’s
Res. Ther. 2021, 13, 86. [CrossRef] [PubMed]

21. Abu-Rumeileh, S.; Halbgebauer, S.; Bentivenga, G.M.; Barba, L.; Baiardi, S.; Mastrangelo, A.; Oeckl, P.; Steinacker, P.; Mammana,
A.; Capellari, S.; et al. High Diagnostic Performance of Plasma and Cerebrospinal Fluid Beta-Synuclein for Sporadic Creutzfeldt–
Jakob Disease. Ann. Clin. Transl. Neurol. 2023, 10, 1904–1909. [CrossRef] [PubMed]

22. Abdelhak, A.; Foschi, M.; Abu-Rumeileh, S.; Yue, J.K.; D’Anna, L.; Huss, A.; Oeckl, P.; Ludolph, A.C.; Kuhle, J.; Petzold, A.; et al.
Blood GFAP as an Emerging Biomarker in Brain and Spinal Cord Disorders. Nat. Rev. Neurol. 2022, 18, 158–172. [CrossRef]
[PubMed]

23. Lattanzio, F.; Abu-Rumeileh, S.; Franceschini, A.; Kai, H.; Amore, G.; Poggiolini, I.; Rossi, M.; Baiardi, S.; McGuire, L.; Ladogana,
A.; et al. Prion-Specific and Surrogate CSF Biomarkers in Creutzfeldt-Jakob Disease: Diagnostic Accuracy in Relation to Molecular
Subtypes and Analysis of Neuropathological Correlates of p-Tau and Aβ42 Levels. Acta Neuropathol. 2017, 133, 559–578.
[CrossRef] [PubMed]

24. Parchi, P.; de Boni, L.; Saverioni, D.; Cohen, M.L.; Ferrer, I.; Gambetti, P.; Gelpi, E.; Giaccone, G.; Hauw, J.-J.; Höftberger, R.;
et al. Consensus Classification of Human Prion Disease Histotypes Allows Reliable Identification of Molecular Subtypes: An
Inter-Rater Study among Surveillance Centres in Europe and USA. Acta Neuropathol. 2012, 124, 517–529. [CrossRef] [PubMed]

25. Parchi, P.; Strammiello, R.; Notari, S.; Giese, A.; Langeveld, J.P.M.; Ladogana, A.; Zerr, I.; Roncaroli, F.; Cras, P.; Ghetti, B.; et al.
Incidence and Spectrum of Sporadic Creutzfeldt–Jakob Disease Variants with Mixed Phenotype and Co-Occurrence of PrPSc
Types: An Updated Classification. Acta Neuropathol. 2009, 118, 659–671. [CrossRef] [PubMed]

26. Mastrangelo, A.; Baiardi, S.; Zenesini, C.; Poleggi, A.; Mammana, A.; Polischi, B.; Ladogana, A.; Capellari, S.; Parchi, P. Diagnostic
and Prognostic Performance of CSF α-synuclein in Prion Disease in the Context of Rapidly Progressive Dementia. Alzheimer’s
Dement. 2021, 13, e12214. [CrossRef]

27. Baiardi, S.; Magherini, A.; Capellari, S.; Redaelli, V.; Ladogana, A.; Rossi, M.; Tagliavini, F.; Pocchiari, M.; Giaccone, G.; Parchi,
P. Towards an Early Clinical Diagnosis of Sporadic CJD VV2 (Ataxic Type). J. Neurol. Neurosurg. Psychiatry 2017, 88, 764–772.
[CrossRef] [PubMed]

28. Hermann, P.; Zerr, I. Rapidly Progressive Dementias—Aetiologies, Diagnosis and Management. Nat. Rev. Neurol. 2022, 18,
363–376. [CrossRef] [PubMed]

29. Jack, C.R.; Bennett, D.A.; Blennow, K.; Carrillo, M.C.; Dunn, B.; Haeberlein, S.B.; Holtzman, D.M.; Jagust, W.; Jessen, F.; Karlawish,
J.; et al. NIA-AA Research Framework: Toward a Biological Definition of Alzheimer’s Disease. Alzheimer’s Dement. 2018, 14,
535–562. [CrossRef] [PubMed]

30. McKeith, I.G.; Boeve, B.F.; Dickson, D.W.; Halliday, G.; Taylor, J.-P.; Weintraub, D.; Aarsland, D.; Galvin, J.; Attems, J.; Ballard,
C.G.; et al. Diagnosis and Management of Dementia with Lewy Bodies: Fourth Consensus Report of the DLB Consortium.
Neurology 2017, 89, 88–100. [CrossRef] [PubMed]

31. Rascovsky, K.; Hodges, J.R.; Knopman, D.; Mendez, M.F.; Kramer, J.H.; Neuhaus, J.; van Swieten, J.C.; Seelaar, H.; Dopper, E.G.P.;
Onyike, C.U.; et al. Sensitivity of Revised Diagnostic Criteria for the Behavioural Variant of Frontotemporal Dementia. Brain 2011,
134, 2456–2477. [CrossRef] [PubMed]

32. Bentivenga, G.M.; Mammana, A.; Baiardi, S.; Rossi, M.; Ticca, A.; Magliocchetti, F.; Mastrangelo, A.; Poleggi, A.; Ladogana, A.;
Capellari, S.; et al. Performance of a Seed Amplification Assay for Misfolded Alpha-Synuclein in Cerebrospinal Fluid and Brain
Tissue in Relation to Lewy Body Disease Stage and Pathology Burden. Acta Neuropathol 2024, 147, 18. [CrossRef] [PubMed]

33. Baiardi, S.; Quadalti, C.; Mammana, A.; Dellavalle, S.; Zenesini, C.; Sambati, L.; Pantieri, R.; Polischi, B.; Romano, L.; Suffritti,
M.; et al. Diagnostic Value of Plasma P-Tau181, NfL, and GFAP in a Clinical Setting Cohort of Prevalent Neurodegenerative
Dementias. Alzheimer’s Res. Ther. 2022, 14, 153. [CrossRef]

https://doi.org/10.1186/s13195-019-0562-4
https://www.ncbi.nlm.nih.gov/pubmed/31892365
https://doi.org/10.3390/v11010065
https://www.ncbi.nlm.nih.gov/pubmed/30650564
https://doi.org/10.1111/nan.12461
https://www.ncbi.nlm.nih.gov/pubmed/29345730
https://doi.org/10.1136/jnnp-2020-323826
https://www.ncbi.nlm.nih.gov/pubmed/32928934
https://doi.org/10.1016/S1474-4422(17)30470-2
https://www.ncbi.nlm.nih.gov/pubmed/29275977
https://doi.org/10.1186/s13195-021-00815-6
https://www.ncbi.nlm.nih.gov/pubmed/33883011
https://doi.org/10.1002/acn3.51873
https://www.ncbi.nlm.nih.gov/pubmed/37553789
https://doi.org/10.1038/s41582-021-00616-3
https://www.ncbi.nlm.nih.gov/pubmed/35115728
https://doi.org/10.1007/s00401-017-1683-0
https://www.ncbi.nlm.nih.gov/pubmed/28205010
https://doi.org/10.1007/s00401-012-1002-8
https://www.ncbi.nlm.nih.gov/pubmed/22744790
https://doi.org/10.1007/s00401-009-0585-1
https://www.ncbi.nlm.nih.gov/pubmed/19718500
https://doi.org/10.1002/dad2.12214
https://doi.org/10.1136/jnnp-2017-315942
https://www.ncbi.nlm.nih.gov/pubmed/28668775
https://doi.org/10.1038/s41582-022-00659-0
https://www.ncbi.nlm.nih.gov/pubmed/35508635
https://doi.org/10.1016/j.jalz.2018.02.018
https://www.ncbi.nlm.nih.gov/pubmed/29653606
https://doi.org/10.1212/WNL.0000000000004058
https://www.ncbi.nlm.nih.gov/pubmed/28592453
https://doi.org/10.1093/brain/awr179
https://www.ncbi.nlm.nih.gov/pubmed/21810890
https://doi.org/10.1007/s00401-023-02663-0
https://www.ncbi.nlm.nih.gov/pubmed/38240849
https://doi.org/10.1186/s13195-022-01093-6


Int. J. Mol. Sci. 2024, 25, 5106 14 of 14

34. Abu-Rumeileh, S.; Baiardi, S.; Polischi, B.; Mammana, A.; Franceschini, A.; Green, A.; Capellari, S.; Parchi, P. Diagnostic Value
of Surrogate CSF Biomarkers for Creutzfeldt–Jakob Disease in the Era of RT-QuIC. J. Neurol. 2019, 266, 3136–3143. [CrossRef]
[PubMed]

35. Abu-Rumeileh, S.; Capellari, S.; Stanzani-Maserati, M.; Polischi, B.; Martinelli, P.; Caroppo, P.; Ladogana, A.; Parchi, P. The
CSF Neurofilament Light Signature in Rapidly Progressive Neurodegenerative Dementias. Alzheimer’s Res. Ther. 2018, 10, 3.
[CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1007/s00415-019-09537-0
https://www.ncbi.nlm.nih.gov/pubmed/31541342
https://doi.org/10.1186/s13195-017-0331-1
https://www.ncbi.nlm.nih.gov/pubmed/29368621

	Introduction 
	Results 
	Demographic Variables and CSF Biomarkers Value Distribution in the Diagnostic Groups 
	Correlations between Plasma and CSF GFAP and Other Biomarkers 
	Distribution of Plasma and CSF GFAP Levels in the sCJD Cohort According to Clinicopathological Subtypes 
	Distribution of Plasma GFAP Levels in the sCJD Cohort According to A/T Status 
	Diagnostic Performance of Plasma GFAP in the Differential Diagnosis between sCJD and np-RPD 
	Prognostic Value and Distribution according to Disease Stages of Plasma GFAP in sCJD 

	Discussion 
	Materials and Methods 
	Patients’ Selection 
	CSF Biomarker Analysis 
	Plasma Biomarker Analysis 
	Statistical Analysis 

	Conclusions 
	References

