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Figure S1. Phylogenetic trees demonstrating the relationship between the 
Toxoplasma ApiAP2 proteins and homologs sequences in other 
apicomplexan parasites. The numbers at the nodes indicate the percent out of 
1000 bootstrapping trials. The full protein sequences from AP2XII-1 
(A), AP2XI-2 (B) were used for blast to find their homologs.


