Reactome Pathways identified by STRING for Capan-2 and BxPC-3 EV proteins


Capan-2 EVs
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BxPC-3 EVs
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matching proteins in your network (labels)

VOL MYH9,00L1A1 LTF,TUBAIADSG1 LYZ.COTLY,
~ACTR,CALM3,FABPS COL1A2,EEF2,PKM,TALDO
HSPAS P4HB, HSPIOAAY, TUBAE, UBAT, TUBBEEF1A
1,TUBBAB,PROX5,ANYAZ. N1, MSN,S100A. 510048,
‘S10040,FLNAHSPO0AB YVWHAB,HSPAT ANXAT, DS,
PMVPYWHAZ TGB! HLA-

ALCP1,UBAS2, RHOADCD, PPIA.CFL1 HSPASIST1 A
RF1VIM,ACTS ALDOA.CDS9

CLLTF DSG1,LYZ.COTL1,FABPS,EEF2,PKM HSPD
(0AAY, TUBB, EEF1A1,TUBEAB,PRDXS, ANXAZ,S100A7
/$10048,5100A0 HSPO0AR1 HSPA1B,DSP.MVP HLA-
ARHOAPPIAHSPAS IST1 ALDOACDSO

VOL MYH0,LTF,HI08, TUBMANTSE THBS1 PRDX1
ACTR YWHAE,CALM3,EEF2,TLN1 TALDOT H2ACT
HSPOOAAY, TUBAIE,TUBE, EEFIAT TUBBAB,FNT.MS.
N.S100A8,5100A0,RBP4, HSPOAR YWHABLFGK1 H
‘SPAIB HNAINPK SLO3A2 YWHAQ YWHAZ TGB1 HLA
'AUBAS2,PDCDSIP PPIAARF1 AN, TPM1 ACTS,ENO
'

VCLMYH9,LTF,DSG1,LYZ COTL1 ACTR.CALMA.FA.
8PS, EEF2,PKM HSPOOAAT, TUBB EEF1A1 TUBBAG,P
RIDXG,AND(A2, 10047 510048, 510040, HSPA0AB S
PAIB.OSPMVPHLA-

'AUBAS2,RHOA DCD, PPIA.CFL1 HSPAS IST1 ACTB A
LboAcDse

MYHO,PEN1, ARHGDIB HIC8 TUBAADSG1 ACTRS,
YWHAE,CALM3,H2AC1 4, HSFO0AAY TUBATB TUBBA
B,510048,5100A0,FLNAHSPOOAB1 YWWHA DSP,YW
HAQYWHAZ,ITGE1, RHOACFLT VINMYLS TPIA4A
cra

MYHO,PEN1, 4108 TUBAA ACTRS YWHAE, CALMS H
24011, TUBAIB,TUBBAB,510048,510040 FLNAYW
HAB YVHAQ YWHAZ, TGB1 RHOACFL1 MYLS ACT
s

VOL PFN1 COLTAT TUBAAACTA THBS1,LGALSS
8P, CALMA, COL1AZ, TLN1 HSPAS,FNT,TAGLNZ FLNA
NWHAZ RHOAPPIAWDRY,CFL1,ALDOA

MYHO,LTF, 4108, TUBAANTSE ACTRS, YWHAE,OAL
MG, EEF2,H2AC1 4 HSPOOANY TUBAYE,TUBE,EEF1AT
TUBEAB, HSPO0AR1 YWHAB,PGK' HSPATE, HNANP.
KYWHAQ YWHAZ ITGB1 HLA-

A UBAS2,PDCDSIP PPIAARF1 AN ACTB,ENOT

VOL PFNT TUBAAACTN THBS1,LGALS3BP.CALM
3TUN1,HSPAS FN1 TAGLIZ,FLNA PPIAWDR1 OFL1
ALDOA

VOL PFN1 COLTAT TUBAAACTA, THBS1 LGALSS
BP.CALMA, COL1A TLN1 HSPAS, TUBAYE, TUBEAB,
AN PN TAGLNG,FLNASLCSA2 YWHAZ TGB1 A
HOAPPIAWDR1,CFL1,ACTS ALDOA

OL MYH9,PFN1,COL1A1 ARHGDIE HICS TUBAIA,
DSG,THEST ACTR YWHAE,CALMA, FABPS,COLTA
2TLNY,PAHB H2ACT 4, HSPIOAA TUBATB TUBEAB,
FNTHNANPHT COLGAT 510048, 510040,FLNA HSPY
(0AB1,YWHAB ANOXAT, DS YWHAQ YWHAZ,TGB1,UB
752 FHOACFL VI MYLG TP, ACTS

MYHO,PEN1 TUBAIAACTRG, TLNT HSPOOAAT TUBA
18,E2R,TUBE4B, MSN,COLGAT HSPIOAB ITGB1,U
BA52,HOA CFL1,HSPAB MYLG, ACTS,FIDX

MYHO,TUBAIAYUIHAE CALMS, TUBATB, TUBBAB YW
HAB YUHAQ, YWHAZ ACTS

MIYHO,H1C, YWHAE H2AC 4, YWHAB, YWWHAQ, YWHA
zRHoAMYs

HSPIOAAY, EEF 1A1 PARK7 HSPIOAR UBAS?, HSPA
i

(COL1ATALDO1,P4H3,HSPIOAA! ANKAZ.FN1,MSN,
ANDKAI VWHAZ ITGB1 LCP1 UBASZ PPIACFL1 HSPA
BARFI VM

VCL CALMA,TLN ANXA2,ANKAS XA, MYLE,TPMA

TALDO1,PAHB AN, MSN,LCP1 PPIACFL1, ARFT

MYHO,PEN1, 108 TUBAMA DSG1 ACTRS,TLN1 12A
(C14 HSPOOANY, TUBAYB,EZR, TUBBAB, MEN COLGAT
HSPI0AB 1 DSP,ITGB1,UBAS2, RHOA CFL 1 HSPAS,

MYLS ACTE,ADX

MYHO,00L1A1, TUBAIAACTRS YVWHAE CALMSCOL
1A2,RAB118,HSPIOAAY, TUBAE, TUBIBAB YWHAB,Y
WHAQ YWHAZ,UBAS?,HSPAS ARF 1 ACTB,CDS0

(COL1ATALDO1,P4HB HSPIOAA! ANKAZ.FN1 MW,
FLNAANXAT YWHAZ TGB1 HLA-
ALCP1,UBAS2,PPIA,CFL1,HSPAB, ARF1 VIM.
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matching proteins in your network (labels)

VOL PLAT.PFN1 TUBMARAPIB ACTNG THES LGALS
38P,GPC1,CD109,ANXAS, COL1A2, TLN1,HSPAS F3,TU
BATB TUBBAB,ANX2,FNT RAC1 TAGLI2,FLNACAP1

SLC3A2,CD0, YWHAZ, TGB1,TF.ITGAS RHOAPPIACFL
1ALDOA

VOL MYH9,AHOY H1CS TUBAARAP1BNTSE THBS1. P
FIDX1,GPC1, RABTA EGFRYWHAG EEF2.TLNT H2ACT 1
HSPIOAAY, TUBAIE,EEF 11, TUBBAE,FN1 RAC1 VCP,
VSN S10040, RBP4 HSPAOAR! YWHAB, PGK HSPG2.H
‘SPAYB,HNRNPK,H2B013,SLC3A2 AGRN,CDA, YWHAZ|
TGB1,UBAS2,POCDSIP PPIAARFT ATP1ATACTG1 LT
CENO1.TPM

VOL PFN1 TUBAA RAP1B,ACTNA THBS1,LGALSIBP.C
D109, ANXAS COL1A2,TLN HSPAS,FNT.RACT TAGLNZ
FLNACAP1 0D YVWHAZ TF,RHOA PPIACFL1 ALDOA

VOL PFN1 TUBAAACTN THBS1,LGALSIBP.CD103.A
NDGAS TLN1 HSPAS FI1 TAGLI2,FLNA.CAP1,CD0,TF. P
PIACFLT ALDOA

VOL MYH0,TUBAA RAP1B,LAMIAS RABTASTOM FABP
5,00L142,HSPI0B1,EEF2,PKM,HSPAS,HSPIOAAT. TUB
A1, EEF1 A1 TUBBAB,ANXAZ,FN1 RACY VCP MSN.CDS
5510047 510040 FLNAHSPOOAB1 CAP1 YWHAB HSP.
A1, ANKAT VP YWHAZ TG, LOP1 GSTP UBAS2.A
HOA DD, PPIASDCBP,CFL1,HSPAB ARF1 ACTG1,OLT
CALDOACDSS

MIYHO, 108 TUBMANTSE, GPO1 RABTAEGFRYWHA
(G,EEF2,H2AC14,HSPIOAA TUBAE,EEF1 A1, TUBBAB,
RACH,VCP HSPO0AR! YWHAB, PGK1 HSPG2,HSPATB,
NRNPKH2BC13,AGRN,CD9, YWHAZ TGE1 UBAS2,PD
(CDBIP,PPIAARF1, ATP1A1 ACTG1,CLTCENOT

VOL RAP1 B RAB7A STOM,FABPS,EEF2 PKM,HSPOOAA
1,EEF1A1 TUBBAB,ANXAZ RAC VCP.CDSS S100A7.51
0040 HSPI0AB 1 CAPT HSPATE, MVP.GSTPT RHOAPP
'ASDCBP H5PA8, ALDOACDSO

VOL MYH0,RAP18,RABTA STOM FABPS, HSPO0B1 EEF
2PN HSPIOAAY,EEF A1, TUBBAB, ANXAZ, RAC1.VCP,
(G55 $100A7. 510040, HSPIOAB CAP1 HSPATB MVP,
‘GSTP1,UBAS?, RHOADCD,PPIA SOCBP.CFLT HSPAS A
CTa1,ALD0ACDSD

MYHO,PEN1 TUBAALAVICT GPC1 EGFRTLN1 HSPOO
AR, TUBAYE,EZR,TUBBAB, RACT MSN.COLAY HSPIO
AB1,CAPT AGRN,ITGB1,UBAS2, RHOA SDCBP.GFLT HS
PAB ACTGY,CLTC

MIYHO,PEN1, 108, TUBAA RABTA STOMYWHAG H2A
(C14,HSPOOAAY, TUBAY B, TUBBAB,RACT VCP.S100A0.F
LNAHSPOOAS | YWHAB,H2BO1S, YWHAZ, TGB!, RHOA,
(CFLY,SLC1AS ACTG1 CLTC, TPM3

MYHO,PEN1,H108 TUBMAYWHAG H2AC1 4 TUBATB,T
UBBAB RAC1, 510040 FLNAYWHAS, H2BO13, YWHAZ,|
TGB1,RHOACFLT ACTG1

OL MYHO,PLAT PFN1 108, TUBAVARAPTBLAAS L
AMIGH THBS! LAVIC2 FAB7A EGFR, STOM,FABPS,COL
12, YWHAG, TLN1 H2ACH 4,73, HSPAOAAY TUBAYB,TH
BS4.TUBEAB, N1, RAC VCP,COLEA1,CDSS,S100AF
LNAHSPOOAB | YWHAB, ANKAT H2BO13, YWHAZ ITGB1
UBAS2 RHOA.CFL1,5LC145 ACTG1 CLTCTPMS

ITGEA,LAMAS LAMCY, THES1,LAMC2,COL1A2 FN1 HS
PG2 AGRN,ITGB1,TGAS

TUBAMALANCT EGFR TUBATB EZR, TUBBAB,RACT M
‘SN.ITGB1,SDCEP HSPAE ACTGH CLTC.

MYHO,PEN1, 108 TUBMALANC! GPO1 EGFRTLNT
H2AC1A HSPOOART, TUBATB E2R, TUBIBAB RACT MW,
(COLGA. HSPIOAR,CAP1 H2BC13,AGRN, TG UBAS
2,RHOASDCBP GFL1 HSPA8, ACTG 1 CLTC

PLAT.RAP1B,LAMAS LAMCH THBS! LAMC2.EGFR.CO
L1A2.73,HSPIOAAY, THESA,FN1,RAC1 COLEA1 YWHAB
ITGB1,UBAS2 RHOAACTG1 CLTC.

MYHO,TUBAIARAB1 1A RAB7A EGFR,COL1A2,HSPIO
B1,YWHAG, HSPOOAAT, TUBAT B, TUBBAB,RACT CDSS,Y
WHAB,YWHAZ,TF,UBAS2,HSPAB,ARF1 ACTGH.CLTC.C.
ose

MYHO,TUBAARAB1 1A YWHAG, TUBA1B,TUBBAB,RAC
1 YWHABYWHAZ ACTG1

MYHO,HAGE YWHAG, H2AC1 4, RACY, YWHAB H2BC13,Y
WHAZRHOA

RAP1B,LAMAS,LAMC1,LAMC2,COL1A2,FN1 RACY ITG
a1

RAP1B,LAMAS,COL1A2 HSPIOR1 HSPOOAAT ANKAZ.F
N1 MSIANKAT YWHAZ ITGB1,LCP1,UBAS2,PPIACFLT
HSPRSARF

MIYHO,TUBAIARAS1 1A RAB7 A EGFR, YWHAG, TUBATS
TUBEAB, RAC1,CDSS, YWHAB, YWHAZ TF,UBAS2,HSPA
8,ARF1,ACTG1,CLTC.CDS9




