
C
A

O
V

3
H

E
Y

J
H

O
S

-2
J

H
O

S
-3

J
H

O
S

-4
O

V
9

0
O

V
A

R
Y

1
8

4
7

O
V

C
A

4
2

0
O

V
C

A
4

2
9

O
V

C
A

4
3

2
O

V
C

A
4

3
3

O
V

C
A

R
3

S
K

O
V

3
J

H
O

C
-5

J
H

O
C

-7
J

H
O

C
-8

J
H

O
C

-9
K

O
C

-5
C

K
O

C
-7

C
O

V
IS

E
O

V
T

O
K

O
R

M
G

-1
R

M
G

-2
R

M
G

-5
T

A
Y

A
T

O
V

-2
1

G
IG

R
O

V
1

O
V

K
-1

8
T

O
V

-1
1

2
D

J
H

O
M

-1
J

H
O

M
-2

B
M

C
A

S
O

M
C

-3
A

2
7

8
0

B
G

1
O

V
C

A
R

8
P

E
O

1
T

Y
K

-n
u

YAP1_DN

GOBP_POSITIVE_REGULATION_OF_HIPPO_SIGNALING

CORDENONSI_YAP_CONSERVED_SIGNATURE

YAP1_UP

REACTOME_SIGNALING_BY_HIPPO

WP_MECHANOREGULATION_AND_PATHOLOGY_OF_YAP_TAZ_VIA

WP_LEUKOCYTE_INTRINSIC_HIPPO_PATHWAY_FUNCTIONS

GOBP_NEGATIVE_REGULATION_OF_HIPPO_SIGNALING

GOBP_REGULATION_OF_HIPPO_SIGNALING

GOBP_HIPPO_SIGNALING

WP_HIPPO_YAP_SIGNALING

WP_HIPPO_SIGNALING_REGULATION_PATHWAYS

WP_HIPPO_MERLIN_SIGNALING_DYSREGULATION

TYPEC H J J J O O O O O O O S J J J J K K O O R R R T T I O T J J M O A B O P T

-1.0 -0.9 -0.8 -0.7 -0.6 -0.5 -0.5 -0.4 -0.3 -0.2 -0.1 0 0.1 0.2 0.3 0.4 0.5 0.5 0.6 0.7 0.8 0.9 1.0

G
S

E
2

9
1

7
5

p=0.0001 p=0.0247

A

B

C

p=0.0400 p=0.0078

Figure. S1 The impact of these signaling pathway signatures was further validated with ovarian cancer cell-line profiles 

GSE29175. A) The activation pattern indicates that Hippo signatures are elevated significantly across the cell lines of 

ovarian tumors. Moreover, the individual gene expression of Hippo pathway downstream genes YAP1 and TAZ were 

further ratified in the profiles GSE6008 and GSE12470. B-C) The boxplot results revealed that YAP1 and TAZ genes are 

significantly expressed in serous or advanced serous subtype ovarian tumors. A one-way ANOVA test measured the 

significant p values (p<0.05).
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