Gene symbol gRNA sequences PAM
U |ACGTTATTTATGTTGCCGAG TGG
Ccdch8
D |ACTCGGTCATCTCATCGCCT GGG
U |GCCATGCGACACCCGCGACC AGG
D930020B18Rik
D |TGTCCCCACGCCCAGTTCTG GGG
U |AGCCATTCAGTTATACCCAG GGG
Elobl
D |CCCTAATCAATTTTTTGATG AGG
U [TCATCGGCAAACAAGGTAAA TGG
Fbxw15
D |AAAGGCCTATTTGCAAGCCC AGG
U |AGTCACCGTCCAGATCTTAG AGG
Nirp2
D |GTGATTCGAGATCTAATCCT GGG
U |GAGCAATCCGAGTGCTGCTA AGG
Oaslh
D |AATCTGTCTAGTGATCATCG AGG
U [TGGTGGATCGGACTCACGGG AGG
Pkd112
D |CAGCTGCAGTTATATCCGGG AGG
U |AAGTGGTTGATGTGATGGTG AGG
Pramel34
D |GTGGGGTCAGAAAAACAGTG TGG
U |ACCTCTTCATCCTAAACTGG GGG
Pramel47
D |GCTTTAATGAGTTTACTAAC AGG
U |CAAAAGTGACAGGGCCCCAC AGG
Stingl
D |ACTGACCTCATCTGAGGCAT GGG
U |GCAGGTTGAAGGCGAACATG AGG
Tspan4d
D |ACATGGTCATAGCGAAGGTG AGG
U |CTGGTTGGCGTTGGTAGGCA AGG
Tubal3
D [TTATATATCTAATGAATTAG AGG
U |CAGAAAAGACGCTCCATTTG AGG
Zarll
D |AAAGACACATTGATGTCCGG AGG

Table S1. The sequences of gRNAs used for generating 13 different knockout mouse lines (Ccdc58,
D930020B18Rik, Elobl, Fbxw15, Nlrp2, Oaslh, Pkd1l2, Pramel34, Pramel47, Stingl, Tspan4, Tubal3, Zarll); U:
Upstream of the target site, D: Downstream of the target site.
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Gene svmbol [Allsles Forward Primer Feverse Primer Annealing ElongatiuuBanESp;iZE
i KO TTTGTGGGGAAAGGGGETACT GATGGAACCTGTCCTCTGGA  [60°C. 305|72°C. 30s) 643
Code3s WT TTTGTGGGGAAAGGGGETACT CATACAGCTGTTTACAGGTITGG (60°C. 30s|72°C. 30| 1.025
KO TCCGCCCATCGCTGTGTAGG TCCAATCGCCAAGGAGACCC  |60°C. 30s|72°C. 30| 377
DAI0G20B 15 R

WT AGATGGCGTITGTGGCCAGG TACACGTCTGTGCAACGTGG  |60°C. 30s|72°C. 30| 677

KO CCAGGGCTGAGCAAAGTAAG TGTAGCAGGCCCTATCATCC 63°C.30s[72%C. 303 672

Eoot WT |TATTAATTGAATCCTTGGCTTTTGA |CTACCTGACTAGTGAAGCCACATTCO65C. 30 5\72°C. 30 5| 876

i KO | AGGCCACTGAAGATGGCGATCC TGCACCATCACATTTGGCCTC | 60°C. 53| 68°C. 53 32
g WT (CATAGTCACATACCTACACACGCAC TGCACCATCACATTTGGCCTC | 60°C.5s|68°C.5s| 603
Nirp2 KO | GCTATGGCAGAAAGGTTACCAG CATCTTCCTCTTCAGCAAACTG | 60°C.5s3|68°C.5s| 234
WT | GCTATGGCAGAAAGGTTACCAG GGTGCTACCCATCATGCCTGAT | 60°C, 55| 68°C. 53| 485

KO ACAAACCCCAGAGTGTCAGG CCTCCCCTTCACAGAGATTG  [60°C.30s(72°C. 303 716

casth WT TITGTCTGGTCAAGCACTGG GTGACGGTGACCTGGTTTTIT  [60°C. 30 5|72°C. 305 707

) KO GCAGTGGTCCTAGGATGACC TATGATCAGAGCATATTAGG 60°C. 30 s(72%C. 30 3| 683
Pl WT | GCTTGTTCATGGACCTCTGATAC | GGOTCTATTTTCACCAGCATTCAG |60°C. 30s|72°C. 30| 669
Pramel3d KO AGCCATGCATATTCATTGGE GTGTCTTTCCAATCCTGGACCT |33°C.305(72°C. 30s| 464
WT GAGATAGGGTTTCTCTGTATA TGTGTACTCCTCATGCTCCC 38°C,30s[72%C 00 5| 1366
i KO ACCCACAGTTGTCATCCTCC AGCAAAGGACTCATGTGCCA  |58°%C. 30s|72°C. 20| 1.637
Framei? WT TCCTGGTTTCAGCTCTGCAA GCCATGACAGTCATAAAGCC  [58°C.30s(72°C. 603 891
_ KO | TGCTGTITCATCTCAATCTCTCCTG |CATAGTAGGGTTIGGTTGAGGCTCAY 60°C. 52| 68°C. 52| 234
ined WT | TGCTGTTCATCTCAATCTCTCCTG | AACAACTGCAACTCAGCTCGCTIC| 60°C. 55| 68°C. 55| 478
KO GCAGCAGCCTGTATGGGCGC GTCTGGTIGTCTGCTGCCACCT  [63°C. 30 872%C. 305 444

fopand WT GCAGCAGCCTGTATGGGCGC GOTGAGGCAAGGACGTGGGE  [63°C. 30s(72°C. 305 489
KO TATCCCATGGGTACATTGCCA AGGCTCTCAGTTAGCAAAGGT |58°C.30s|72°C.30s| 134

fubel? WT CACTGGTACATCACAGAAGG TGOGTTGTTTITAGGGAAGGGG  (58°C. 30s|72°C. 30| 418
KO TCCACTACAGCACAGCCAAT CCCCAAGGACTGAGTTACCA  (60°C. 30s|72°C. 30| 632

zrdl WT | AGAGGAGATGGGAGAGTGCTT CACATGGTTCAGGGTCAAGA  |60°C. 305|72°C. 30 5| 647

Table S2. The sequences of primes and PCR condition used for genotyping for 13 different knockout mouse lines
(Ccdc58, D930020B18Rik, Elobl, Fbxw15, Nlrp2, Oaslh, Pkd1l2, Pramel34, Pramel47, Stingl, Tspan4, Tubal3,

Zarll).



