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ESF, Table S1. Overview of the cytokines, chemokines, and growth factors measured in the current study

Protein Gene Symbol Protein name Number of samples with
abbreviations concentrations lower
than the sensitivity (%)
IL-1B IL1B Interleukin-1§ 0
1L-2 1L2 Interleukin-2 0
IL-6 IL6 Interleukin-6 0
CXCLS8 /IL-8 CXCLS C-X-C motif chemokine ligand 8 (IL-8) 0
1L-12 IL12 Interleukin-12 0.5
IL-17 IL17 Interleukin-17 0
CCL11 CCL11 Eotaxin 0
G-CSF CSF3 Granulocyte Colony Stimulating Factor, Colony 0
Stimulating Factor 3 (Granulocyte)
GM-CSF CSF2 Granulocyte-macrophage colony-stimulating factor, 0
Colony-stimulating factor 2
IFN-y IFNG Interferon-y 0
CXCL10/1IL-10 CXCL10 C-X-C motif chemokine ligand 8, Interferon gamma- 0
induced protein 10 (IP10)
CCL2 / MCPI CCL2 C-C Motif Chemokine Ligand 2 (MCP1) 0
CCL3 / MIP-1a CCL3 Macrophage inflammatory protein-1 alpha, C-C Motif 0
Chemokine Ligand 3
CCL4 / MIP-1P CCL4 C-C Motif Chemokine Ligand 4, Macrophage 0
Inflammatory Protein 1-Beta, Lymphocyte Activation
Gene 1 Protein
CCL5 /RANTES CCL5 C-C Motif Chemokine Ligand 5, Regulated Upon 0
Activation, Normally T-Expressed, And Presumably
Secreted
TNF-a TNF Tumor Necrosis Factor-Alpha 0
Basic FGF FGF2 Fibroblast growth factor 2, Basic fibroblast growth factor | 0




PDGF PDGFA Platelet Derived Growth Factor Subunit A 0

VEGF VEGFA Vascular Endothelial Growth Factor 0

BNGF NGF B-nerve growth factor (NGF) 0

SCF KITLG Stem cell factor (SCF) or Kit ligand (KITLG) 0

SCGF CLECI1A Stem cell growth factor (SCGF) or C-type lectin domain | 0
family 11 member A (CLEC11A)

M-CSF CSF1 Macrophage colony-stimulating factor (M-CSF) or colony | 0
stimulating factor 1 (CSF1)

HFG or SF HGF Hepatocyte growth factor (HGF) or scatter factor (SF) 0
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ESF Table S2. Description of the immune and growth factor profiles used in this study

Immune Profile Members

Neurotoxicity (NT) IL-1pB, IL-6, TNF-a, CXCLS, CCL3, IL-2, IFN-y, IL-12, IL-17, CXCL10, CCL11, CCL5, CCL2
Growth factors (GF) FGF, PDGF, VEGF

ZNGF-zZNT z NGF — z Neurotoxicity

ZNGF-zGF z NGF — z growth factors

ZNGF-z(NT+GF) z NGF — z (NT+GF)

NGF: nerve growth factor
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ESF Figure S1. Network of 5 selected growth factors. The PPI network of the 5 growth factors consists of 5 nodes and 10 edges, which is
greater than the expected number of edges (n = 0) with a p-enrichment value of 4.19 e-11. The growth factor network has an average node

degree of 4 and an average local clustering coefficient of 1. See ESF Table S1 for explanation of the gene IDs. See ESF Table S1 for gene IDs.



ESF Figure S2. Network of 8 selected growth factors. The PPI network of the 8 growth factors consists of 8 nodes and 22 edges, which is
greater than the expected number of edges (n = 2) with a p-enrichment value of 3.22 e-15. The growth factor network has an average node

degree of 5.5 and an average local clustering coefficient of 0.864. See ESF Table S1 for explanation of the gene IDs.



ESF Table S3. Measurements of the growth factors in healthy controls (HC), simple depression (SDMD)
and major dysmood disorder (MDMD)

Estimates
95% Confidence Interval
Dependent Variable MajorDysmoodDisorder Mean Std. Error Lower Bound Upper Bound
NGF HC=1 .0832 212 -.344 .509
SDMD=2 -.6132 .283 -1.184 -.043
MDMD=33 -.9002 211 -1.325 -475
SCF 1 .0082 .237 -.469 484
2 -.0432 317 -.681 .594
8 -.3922 .236 -.867 .084
SCGF 1 .0322 .231 -434 497
2 -.0712 .309 -.693 .552
3 -.2942 .230 -.757 170
HGF 1 -.0112 .236 -.486 464
2 -.2142 .316 -.850 422
8 -.2122 .235 -.686 .262
MCSF 1 .1042 .228 -.354 .563
2 .3572 .305 -.256 971
3 -.0772 .227 -.534 .381
NT 1 .0142 216 -.421 448
2 15223 .288 -.429 .733

3 .9412 215 .508 1.374
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a. Covariates appearing in the model are evaluated at the following values: Gender = 1.66, Age = 30.66.

Pairwise Comparisons

95% Confidence Interval for

Mean Difference Difference®

Dependent Variable (1) MajorDysmoodDisorder (J) MajorDysmoodDisorder Std. Error Lower Bound Upper Bound
NGF 1 2 .696 .363 .062 -.036 1.428
3 .982" .303 .002 .372 1.592
2 1 -.696 .363 .062 -1.428 .036
3 .287 .350 417 -418 .991
3 1 -.982" .303 .002 -1.592 -.372
2 -.287 .350 417 -.991 418
SCF 1 2 .051 406 .901 -.766 .868
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2 -.686" .320 .037 -1.330 -.043

Based on estimated marginal means
*. The mean difference is significant at the .05 level.

NGF: nerve growth factor; SCF: stem cell factor; SCGF: stem cell growth factor; HGF: hepatocyte growth factor; M-CSF: macrophage colony
stimulating factor.

GF: composite built using platelet-derived growth factor, vascular endothelial growth factor, and fibroblast growth factor; neurotoxicity; see ESF
Table S2 for computation.



