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Supplemental Figure S3. Alignment of nuclear internal transcribed spacer 1-5.8S rRNA-internal transcribed

spacer 2 (ITS1-5.85-1TS2) sequences of different Pneumocystis species and strains. Highly conserved sequences

are highlighted in dark shadow. Dashes represents gaps introduced to optimize alignment. The ITS1 region is

indicated by red square brackets while the ITS2 region is indicated by blue square brackets. The locations of the

primer pair ITS1.F-Fun.ITS4, which showed high amplification efficiency (Figure 1D), are indicated by arrows.

The sequences of these primers are listed in Table S2. GenBank accession numbers for all sequences are listed in

Table S6. P.squirrel, Pneumocystis from tree squirrels; Phare_v1, P. sp. ‘townsendii’ variant 1 from hares; Phare_v2,

P. sp. ‘townsendii’ variant 2 from hares.





