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Figure S2: Altered biological processes or pathways and ICAM1 gene expression in PCLSs.
A Altered GO biological processes by GFIPO compared to WEGG at each time point (&
indicates significantly changed compared to the corresponding WEGG, which was calculated
by GSEA). B Gene expression of ICAM1 displayed in z-score by NGS. C GSEA plot showing the
up-regulated KEGG pathway cell cycle at 96 h by GFIPO compared to WEGG. D Heatmap of
all altered hallmark pathways by GFIPO compared to WEGG (red: up-regulated; green:
down-regulated).



