Table S1. Chemical shift deviation of free CaM and bound form CaM

free CaM bound form CaM
Residue Chemical Shift (ppm) Aresidue
N NH N NH

Q3 119.950 8.352 120.107 8.317 0.033
L4 123.158 8.286 123.389 8.223 0.055
T5 113.137 8.686 113.163 8.687 0.004
E6 120.682 9.027 120.459 8.968 0.052
E7 119.583 8.699 119.873 8.575 0.097
Q8 120.213 7.755 119.052 7.707 0.168

9 119.658 8.368 119.873 8.429 0.053
A10 121.444 8.037 122.129 8.071 0.100
El1l 119.539 7.853 118.789 7.965 0.132
F12 120.125 8.588 118.965 8.452 0.190
K13 123.480 9.191 124.004 9.244 0.083
E14 120.580 7.860 119.492 8.006 0.185
Al5 122.660 8.030 120.986 7.742 0.312
F16 119.261 8.811 119.052 8.646 0.120
S17 112.683 7.978 113.896 8.200 0.233
L18 121.122 7.460 120.605 7.202 0.197
F19 114.997 7.296 112.518 6.932 0.435
D20 117.473 7.899 116.035 7.425 0.392
K21 124.784 7.702 124.063 7.654 0.107
D22 114177 8.162 114.112 8.161 0.009
G23 109.415 7.716 109.207 7.625 0.071
D24 120.873 8.437 120.957 8.470 0.026
G25 113.371 10.654 112.724 10.505 0.140
T26 113.093 8.201 112,518 8.235 0.085
127 127.304 9.814 126.905 9.807 0.057
T28 116.741 8.529 116.562 8.475 0.046
T29 113.093 9.106 112.489 9.203 0.110
K30 120.873 7.729 121.104 7.595 0.100
E31 121.561 7.689 122.070 7.689 0.072
L32 120.536 8.719 119.785 8.610 0.131
G33 105.679 8.686 105.721 8.786 0.071
T34 118.074 7.939 118.496 8.053 0.100
V35 122.367 7.735 121.865 7.748 0.072
M36 118.367 8.522 117.294 8.434 0.164
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Table S2. The half-width measurements of the amide protons of free and

bound calmodulin from 2-dimensional 'H-"N HSQC spectra

free CaM bound form CaM
Residue Chemical Shift (ppm) Chemical Shift (ppm)
half-width (Hz) half-width (Hz)
N NH NH

L4 123.158 8.286 14.7 123.389 8.223 14.6
T5 113.137 8.686 18.9 113.163 8.687 17.8
K13 123.480 9.191 15.4 124.004 9.244 14.6
L18 121.122 7.460 15.8 120.605 7.202 17.2
F19 114.997 7.296 20.0 112.518 6.932 19.5
K21 124.784 7.702 14.0 124.063 7.654 15.1
G23 109.415 7.716 15.6 109.207 7.625 15.6
T26 113.093 8.201 19.1 112.518 8.235 17.9
R7 127.304 9.814 21.6 126.905 9.807 21.0
T29 113.093 9.106 14.8 112.489 9.203 15.2
G33 105.679 8.686 17.8 105.721 8.786 17.7
G40 106.793 7.899 20.0 106.893 7.871 18.1
T44 112.917 8.712 18.5 113.837 9.156 16.0
V55 109.694 7.263 21.7 111.845 7.261 19.3
A57 131.993 8.476 15.3 131.359 8.159 15.7
G59 108.492 7.604 18.6 108.680 7.601 17.5
Gé61 113.488 10.588 17.5 112.958 10.429 17.0
T62 109.064 7.716 17.5 108.534 7.678 17.5
163 124.008 8.929 20.2 123.155 8.634 20.6
D64 128.403 8.896 22.3 128.927 9.115 15.5
F65 119.100 8.981 16.0 118.994 8.939 15.5
K94 126.030 7.748 14.1 126.495 7.777 17.4
G96 109.371 7.807 16.0 109.354 7.824 17.5
1100 127.495 10.155 20.0 127.110 10.089 20.8
5101 123.979 9.027 21.3 124.034 9.009 18.8
A102 123.100 9.224 14.0 123.125 9.262 15.7
G113 106.734 7.860 19.1 107.655 7.824 16.1
K115 123.993 8.509 17.4 124.883 8.581 17.6
L116 125.034 8.096 17.0 125.440 8.082 16.7
T117 114.426 9.099 18.0 114.863 9.198 21.0
1130 128.008 8.457 15.8 127.931 8.446 17.0
G132 108.639 7.630 16.3 108.475 7.578 16.8
G134 112.990 10.352 17.0 112.870 10.335 16.1
V136 125.561 9.158 19.8 125.294 9.080 214
N137 129.150 9.598 20.9 129.103 9.625 18.7
F141 124.565 8.949 16.2 124.854 8.863 21.9
T146 111.203 7.657 17.6 111.053 7.707 13.8
A147 126.411 7.735 16.4 127.052 7.689 19.3
K148 125.532 7.696 16.2 126.436 7.959 14.9
Average 17.7 17.4




