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Fig. S1 Effects of SO, SG and SP essential oil on cell viability of RAW?264.7
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Fig. S2 Linear regression analysis of caryophyllene oxide peak area percentages and ICsy of Hep3B and

Hela cytotoxicity.
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[TCCGTAGGT GAACCT GCGGAEGGAT CATTGT CGAAT CCTGCATAGCAGAACAACCCGT GAACTTGTACCAACAT CAGGGCTTGGCGGGGAGCGAAGCATT)

CCGTAGGT GAACCTGCGGALGGAT CATTGT CGAAT CCTGCATAGCAGAACAACCCGT GAACTTGTACCAACAT CAGGGCTTGGCGGGGAGCGAAGCATT)
[TCCGTAGGT GAACCT GCGGALIGGAT CATTGT CGAATCCTGCATAGCAGAACAACCCGTGAACTTGTACCAACAT CAGGGCT TGGCGGGGAGCGAAGCAT T

GTTTCGATACTCGTTAAGCCTCGCTGACATTGTGTTTACCUGTGTCTTTTTGAGGCCT@GT GGACAT GAAGT TGGCACAACAACAACCCCCGGCACGA!
[TGTTTCGATACTCGTTAAGCCTCGCTGACATTGTGTTTACCEGTGTCTTTTTGAGGCCTYGT GGACAT GAAGT TGGCACAACAACAACCCCCGGCACGAC
GTTTCGATACTCGTTAAGCCTCGCTGACATTGTGTTTACCUGTGTCTTTTTGAGGCCT{EGT GGACAT GAAGT TGGCACAACAACAACCCCCGGCACGAC

ACGT GCCAAGGAAAACTAAACTTAAGAIYCGCCTGTGEAGT GACGCCCCGTTATTGGTGTGCGCATTGTGCLTGGCTTCTTTGTAATCTTAAACGACTCT
cCGCCTGTGEAGTGACGCCCCGTTATTGGTGTGCGCATTGTGCeTGGCTTCTTTGTAATCTTAAACGACTCT(
cCGCCTGTGUAGT GACGCCCCGTTATTGGT GTGCGCATTGT GCETGGCTTCTTTGTAATCTTAAACGACTCT(

[ACGT GCCAAGGAAAACT AAACT TAAGA

IGGCAACGGATATCTCGGCTCACGCATCGATGAAGAACGTAGCAAAAT GCGATACTTGGT GTGAATTGCAGAAT CCCGTGAACCATCGAGTTTTTGAACG
IGGCAACGGATATCTCGGCTCACGCATCGATGAAGAACGTAGCAAAAT GCGATACTTGGT GTGAATTGCAGAAT CCCGTGAACCATCGAGTTTTTGAACG
[GGCAACGGATATCTCGGCTCACGCAT CGATGAAGAACGTAGCAAAAT GCGATACT TGGT GT GAAT TGCAGAAT CCCGTGAACCATCGAGTTTTTGAACG!

GHICGGAGATTGGTCTCCCGTTCATGTTGT GCGGT TGGCCTAAATAGGAGCCT CCCAAAGGGTACGCACGGCTAGT GGTGGTTGATACLACAGT CGTCTCG
eGCGGAGATTGGTCTCCCGTTCATGTTGTGCGGTTGGCCTAAATAGGAGCCTCCCAAAGGGTACGCACGGCTAGTGGTGGTTGATACEACAGTCGTCTCG
GECGGAGATTGGTCTCCCGTTCATGT TGTGCGGT TGGCCTAAATAGGAGCCT CCCAAAGGGTACGCACGGCTAGT GGTGGTTGATACLACAGT CGTCTCG

[TGACGTGCGTTTRIGLTCCTTGGGEAGGAACT CTTGAAATACCCCGTCGTGTTGTCTTYTGATGATGCTTCGATCGCGACCCCAGGT CAGGCGGGACTACC
iTCCTT GGGLAGGAACTCTTGAAATACCCCGTCGTGTTGTCT T-lTGATGAT GCTTCGATCGCGACCCCAGGT CAGGCGGGACTACC
LT CCTTGGGEAGGAACT CTTGAAATACCCCGTCGTGTTGTCTT{eTGATGATGCTTCGATCGCGACCCCAGGT CAGGCGGGACTAC!

ICGCTGAGTTTAAGCATATCAATAAGCGGAGGA|

[CGCTGAGTTTAAGCATATCAATAAGCGGAGGA|
[CGCTGAGTTTAAGCATAT CAATAAGCGGAGGA]

Fig. S3 Multiple alignment of the ITS1-5.8S-ITS2 sequence of SO, SG and SP
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