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Figure S1. MALDI/TOF (m/z) mass spectroscopy for pure P6 peptide. The [M + H]*
value is shown (MALDI analysis (m/z): Ci11sH165N26030 calculated for M + H. 2390.2185,

found 2389.9299 [M + HJ*).
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Figure S2. Q-TOF (m/z) mass spectroscopy for crude colchicine-glutaryl amide (Q-TOF
analysis (m/z): C2sH3oNOs Calculated, 472.1971 for M + H; Found 472.2045 [M + H]*,
494.1869 [M + Na]*, 510.1610 [M + K]*).
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Figure S3. MALDI-TOF (m/z) mass spectroscopy for pure colchicine-P6 peptide
conjugate (MALDI-TOF analysis (m/z): Ci40H192N27037 Calculated, 2843.3972 for M + H,

found 2843.8766 [M + HJ*).
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Figure S4. MALDI-TOF (m/z) mass spectroscopy for pure fluorescein-labeled P6
peptide (MALDI-TOF analysis (m/z): C137H179N26035 Calculated. 2750.0860 for M + H,

found 2749.6489 [M + H]*).
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Figure S5. Time-dependent degradation of P6 peptide following incubation with
synovial fluid (SF) aspirates from subjects with no history of degenerative joint diseases
(n=3). Determination of P6 peptide concentrations in SF samples was performed using
an HPLC assay and area under the curve (AUC) of the P6 peptide peak was
determined and normalized to the mean AUC of P6 peptide at baseline (time = 0 hr).
The estimated half-life of P6 peptide in normal SF was 4 approximately hours.



