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Figure S1. Selected Abs and epitope residues with associated experimental data. Communities are colored 

on the structure of gD. Orange represents nectin binding region. Face #1 is the nectin binding face.  Faces 

#2-4 are rotated by 90, 180, and 270 degrees around the y-axis. Face #5 is the view from above and Face #6 is 

the view from below. 
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Table S1. Agreement between epitope residues targeted by our control antibody, E317, according to the 

crystal structure vs. those identified from our dock binning based approach. 

Crystal 

Structure  

Focused 

Docking 

Gln27 Gln27 

Tyr38 Tyr38 

Gln132 Gln132 

Asp139 Asp139 

Ser140 Ser140 

Asp215 Asp215 

Pro221 Pro221 

Arg222 Arg222 

Phe223 Phe223 

Ile224  

Asn227  

Val231  

Ser235  

Ile238 Ile238 

 


