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Figure S1. 10 pharmacophore models based on the common characteristics of molecules. Among them,

green represents the hydrogen bond receptor, orange represents the aromatic ring center, and blue

represents the hydrophobic center.



Figure S2
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Figure S2. 10 predicted eEF2K crystal structures based on homology modeling.



Figure S3
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Figure S3. The positions of top 8 of 10 purchasable compounds in the binding pocket of eEF2K crystal

structure.



Figure S4
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Figure S5. Residue Interaction Histograms. (A) Hydrogen bond interaction with residues histogram.
(B) Hydrophobic interaction with residues histogram. (C) Charge interaction with residues histogram.

(D) Favorable interaction with residues histogram.





