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Fig. S1 Proportion of nine monophenols in total phenols in (a) hydrolysate 1 and (b)

hydrolysate 2.
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Fig. S2 Metabolic process and growth of (a) syringaldehyde, (b) syringic acid, (c)

vanillin, (d) ferulic acid (1 g/L) by KT2440 in M9 minimal medium with 10 mM

glucose (ODe00=0.2).
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Fig. S3 (a) Confirmation of the deletion of the pcaGH gene in P. putida KT2440
genome, using colony PCR. The primers pcaGH-up-f and pcaGH-down-r were used
for PCR. The positive clone exhibited a 1000 bp fragment that corresponded to the
expected size of the deletion. M, 5 kb DNA ladder; 1, blank; 2, P. putida KT2440; 3,
KT1. (b) Confirmation of the overexpression of the van4B gene in KT1, using PCR
after extraction of the plasmid, the correct 2031 bp fragment was shown. M, 5 kb

DNA ladder; 1, blank; 2, KT?2.
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Fig. S4 (a) The intermediate 4-HBA concentration curves under different
concentrations of p-CA. (b) The intermediate VA concentration curves under different
concentrations of FA. The blue line corresponds to 10 g/L substrate concentration, the

yellow line corresponds to 5 g/L, the pink line corresponds to 2 g/L, and the green line

corresponds to 1 g/L.
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Fig. S5 Growth characterization of KT3 in M9 minimal medium with (a) 5 g/L glucose

and (b) 5 g/L xylose.
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Fig. S6 Production of PCA from 80% (v/v) hydrolysate 2 by KT2
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Fig. S7 HPLC analysis of PCA production from hydrolysates 1 and 2. (a) 0 h of
hydrolysate 1, (b) 72 h of hydrolysate 1, (c) 0 h of hydrolysate 2, (d) 0 h of hydrolysate

2.



Table S1 Primers used in this study, the restriction endonuclease sites are underlined.

Primers Primer sequence 5°-3°
pcaGH-up-f gaattcactgaatgaggtgcggccgtte (EcoR 1)
pcaGH-up-r cccttacgectgactacaagacgcgaagtggatgggaagacg

pcaGH-down-f
pcaGH-down-r
vanAB-f
vanAB-r
pBBRIMCS-2-f
pBBRIMCS-2-r

cgtcttcecatecacttcgegtettgtagtcaggegtaaggg
ggatccgegcttgtaccactgggggc (BamH 1)
atttcacacaggaaacagctatgtaccccaaaaacacctg
gcgaattttaacaaaatattaacgctcagatgtccageacca
agctgtttcctgtgtgaaat

gcgttaatattttgttaaaattcge




