Supplementary Information

Figure S1. Total ion chromatogram of the proteolytic-digested a-synuclein partial peptide
in the LC/MS. The peak 3 and 4 correspond to the Sp-7 fraction, which has inhibitory
activity against a-synuclein fibril formation.
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Figure S2. The size exclusion chromatography of PQQ-modified o-Syns.is (A),
PQQ-modified a-Synyi-pg (B) and PQQ-modified a-Synse.q6 (C). In all case, the first peaks
that eluted at 10 to 20 ml were corrected.
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Figure S3. MALDI-TOF MS analysis of a-Synss.46-PQQ. Three peaks at a molecular mass
of 1180, 1492, and 2984 correspond to unmodified peptide, one peptide modified with one
PQQ and two peptides modified with two PQQ, respectively.

70000
60000+
50000-
4000041 180
30000- ‘
20000+
10000

0+
1000

o 1492

int.

2984

1500 2000 2500 3000 3500 4000
m/z

Figure S4. The size exclusion chromatography of Baicalein-modified a-Synss.4s (A) and
EGCG-modified a-Synss4s (B). In the both cases, 2 peaks were observed when the elution
was monitored by determining the absorbance at 280 nm. The first and second peaks are
highlighted in green and yellow, respectively.
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