
 

Supplementary Information 

Figure S1. (a) Cytometry data for γH2AX induction and resolution over time after 

radiation (6 Gy) or ABT-888 (5 µM), or the combination are presented as indicated in C33-

a cells. A high residual γH2AX signal (48% of cells) persisted at 6 hours after the start of 

radiation (IR) and ABT-888, indicating the possibility of persistent IR-mediated DNA 

damage. (b) Treatment with ABT-888 significantly protracts γH2AX signal resolution. 

However, the technique cannot distinguish foci signal from collapse of replication forks or 

impaired remedy of strand breaks induced by IR. Means and standard errors are shown.  

(c) Photomicrographs of C33-a cells six hours after indicated treatment illustrate  

γH2AX foci. 
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