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Abstract:

 Amphiphilic dicationic surfactants, known as gemini surfactants, are currently studied for gene delivery purposes. The gemini surfactant molecule is composed of two hydrophilic “head” groups attached to hydrophobic chains and connected via molecular linker between them. The influence of different concentrations of 1,5-bis (1-imidazolilo-3- decyloxymethyl) pentane chloride (gemini surfactant) on the thermotropic phase behaviour of 1,2-dimyristoyl-sn-glycero-3-phosphocholine (DMPC) bilayers with and without the presence of DNA was investigated using Fourier transformed infrared (FTIR) and circular dichroism (CD) spectroscopies, small angle scattering of synchrotron radiation and differential scanning calorimetry. With increasing concentration of surfactant in DMPC/DNA systems, a disappearance of pretransition and a decrease in the main phase transition enthalpy and temperature were observed. The increasing intensity of diffraction peaks as a function of surfactant concentration also clearly shows the ability of the surfactant to promote the organisation of lipid bilayers in the multilayer lamellar phase.




Keywords:


phospholipids; dicationic surfactant; gemini surfactant; DNA; DNA-lipid interactions; DNA-surfactant interactions








1. Introduction

Self-organization processes are crucial for biological activity of biomolecules such as lipids, nucleic acids and proteins [1,2]. These complicated phenomena are related to the formation of three-dimensional structures of proteins or nucleic acids, biological membranes and even more complicated structures of the macromolecular complexes like chromatin [3] or viral capsids [4]. Although self-organization process in vivo is complicated and still not fully understood [2], a better description of this process can be proposed on the basis of the model in vitro systems such as model lipid bilayers [5].

Membrane lipids as well as their derivatives and other amphiphilic molecules can form in water micelles and unilamellar or multilamellar vesicles, and in higher concentrations form lyotropic mesophases [5–7]. The self-association process of amphiphilic molecules is driven by the collective interactions between water, hydrophilic and hydrophobic parts of lipid molecules. The most significant interactions are between the hydrophobic groups, but electrostatic interactions between polar head groups and solvent, as well as hydrogen bond formation and geometry of the molecule, also play significant roles in the determination of symmetry and the stability of structures formed by lipids or surfactants [7,8].

Similar interactions induce DNA conformation to fold into well-defined secondary structures, such as A, B, Z or Ψ forms [9]. The stability of DNA structures also strongly depends on the presence of multivalent cations such as Mg2+ or spermine4+. These multivalent cations or polyamines are required to neutralize the negative charges of DNA and to decrease DNA-DNA repulsion forces [10]. DNA molecules in high concentrations form highly ordered mesophases in vitro, similarly to the other amphiplilic molecules [11].

An understanding of the interactions between DNA and polycationic molecules (e.g., cationic surfactants) as well as self-organization processes, can be used for the development of non-viral delivery systems for gene therapy [6]. Cationic lipids or surfactants are known for their ability to interact with DNA to form lipoplexes, lipid-DNA complexes with well-defined symmetry [10,12]. Lipoplexes are often formed on the basis of multilayer liposomes (MLV), with DNA molecules intercalated between lipid bilayers [12–14]. The nature of the strong interaction between cationic lipid bilayers and DNA molecules is based on electrostatic attraction, charge neutralization and an increase in entropy due to a release of counterions from DNA molecules intercalated between lipid bilayers [15]. This kind of tight binding implies successful protection of DNA molecules against the surrounding environment and has been used in the design of non-viral vectors for gene therapy. The promising group of amphiphiles, dicationic surfactants (also known as gemini surfactants) is currently under investigation for gene delivery purposes [16]. The molecule of a gemini surfactant is composed of two hydrophilic groups (polar “head-groups”) attached to hydrophobic chains and these moieties are interconnected by a molecular linker (at the level of “head-groups”). Their ability to form stable complexes with DNA in low concentrations and of relatively low toxicity make them the valuable components of non-viral vectors [16,17]. Moreover, their high conformational plasticity due to the polymethylene linker is often connected with formation of pH-induced H2c phase with DNA molecules [16–20]. This type of assembly is thought to have a significant role in cellular internalization during endocytosis [21].

Recently, it has been demonstrated that gemini surfactants containing an imidazolium moiety exhibit low toxicity and are promising systems in biomedical application as synthetic vectors for gene delivery [22]. This group of dicationic surfactants have a good binding capability to DNA molecules as demonstrated by agarose gel electrophoresis experiments [23]. Some of the dicationic surfactants based on imidazolium moiety have been reported to show the antimicrobial activity against Gram-negative bacteria Escherichia coli[24].

The aim of the studies performed was to check the influence of different concentrations of 1,5-bis (1-imidazolilo-3-decyloxymethyl) pentane dichloride (IMI_oxyC5_C10) (Figure 1) on the thermotropic phase behaviour of 1,2-dimyristoyl-sn-glycero-3-phosphocholine (DMPC) in mixed systems with and without DNA. The surfactant used in this study belongs to the group of dicationic surfactants (gemini surfactants) and has a geometry similar to that of a lipid molecule (two hydrophobic hydrocarbon chains). Such DMPC/gemini surfactant systems are prospective novel delivery systems for gene therapy [6].

Figure 1. Chemical structures of 1,2-dimyristoyl-sn-glycero-3-phosphocholine (DMPC) (a) and 1,5-bis (1-imidazolilo-3-decyloxymethyl) pentane dichloride (b).
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2. Results and Discussion


2.1. Conformation of Lipid/Surfactant and Lipid/Surfactant/DNA Complexes

Fourier transformed infrared (FTIR) spectra obtained for DMPC/IMI_oxyC5_C10 and DMPC/IMI_oxyC5_C10/DNA complexes were dominated by vibrational bands of DMPC. The changes in vibrational modes reflect local effects at the molecular level, which in this certain type of structures are attributed to changes in structure and hydration level of lipid bilayers.

Fully-hydrated DMPC forms three main types of lamellar mesophases present in the studied temperature range [25]. The phase transition sequence typical of DMPC Lβ′→Pβ′→Lα (gel→rippled gel→liquid crystalline) revealed upon increasing temperature, is manifested as discontinuous changes in band positions of CH2 symmetric (~2850 cm−1) and asymmetric (~2920 cm−1) stretching vibrations [26] and C=O stretching (~1734 cm−1) vibrations [27]. The exemplary FTIR absorption spectra from the CH2/CH3 stretching region collected for DMPC/IMI_oxyC5_C10 and DMPC/IMI_oxyC5_C10/DNA systems are presented in Figure 2. The example of deconvoluted spectrum in the spectral range of CH3/CH2 symmetric and asymmetric stretching vibrations is presented in Figure 3. The positions of CH2 stretching modes increase upon rippled gel to liquid crystalline phase transition (the main transition is often referred to as melting of the hydrocarbon chains of phospholipid) (see Figure 4). The spectral changes observed are directly connected with collective trans-gauche conformational transitions in hydrophobic polymethylene chains of DMPC molecules. The discontinuous increase in wavenumbers (~2 cm−1 and ~4 cm−1) in the positions of bands characteristic of symmetric and asymmetric CH2 stretching vibrations respectively, observed upon the heating of the samples, was in accordance with earlier observations [26].

Figure 2. Selected Fourier transformed infrared (FTIR) absorption spectra in the spectral range of CH2 symmetric and asymmetric stretching vibrations at various temperatures. The spectra were obtained for DMPC/IMI_oxyC5_C10 (a) and DMPC/IMI_oxyC5_C10/DNA; (b) systems. Two additional bands of CH3 symmetric and asymmetric stretching vibrations are marked. The spectra are shifted for clarity.
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Figure 3. An example of deconvoluted spectrum in the region of CH3/CH2 symmetric and asymmetric stretching modes (top), bottom panel-residuals.



[image: Ijms 14 07642f3 1024]





Figure 4. Thermal dependence of CH2 symmetric (I) and asymmetric (II) stretching modes. The wavenumber values are presented for selected DMPC/IMI_oxyC5_C10 (a) and DMPC/IMI_oxyC5_C10/DNA (b) samples.
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The increase in IMI_oxyC5_C10 surfactant concentration led to a significant decrease in the main transition (Pβ′→Lα) temperature (~24 °C for 150 mM DMPC and ~18 °C for 150 mM DMPC/30 mM IMI_oxyC5_C10) as well as to a broadening of the temperature range of transition as shown in Figure 4. Moreover in the full temperature range a slight shift (by about 0.5–1 cm−1) of the wavenumbers characterising both CH2 stretching modes was noted with the increasing gemini surfactant concentration. These significant changes in phase behaviour of DMPC bilayers occurring with increasing surfactant concentration might be a result of internalisation of surfactant molecules into the bilayer structure. This mechanism leads to a main transition temperature shift to lower values as well as to a broadening of the transition temperature range observed for CH2 symmetric and asymmetric stretching band positions.

Such phase transition behaviour was characteristic also of other lipid/surfactant mixed systems including those containing anionic or cationic surfactants (such as sodium dodecyl sulfate, dodecyltrimethylammonium bromide [28] or (alcoxymethyl)dodecydimethylammonium chlorides [29,30]), zwitterionic surfactants (e.g., sulfobetaines [31–33]) as well as dicationic surfactants (alkane-α,ω-diyl-bis(dodecyldimethylammonium bromides) [34], 1,1′-(1,6-hexan)bis-3- octyloxymethyl-imidazolium di-chloride [35]).

The temperature dependence of band positions of CH2 stretching vibrations for DMPC/IMI_oxyC5_C10/DNA complexes (Figure 4) was comparable to that described above for DMPC/surfactant systems containing the same surfactant concentrations. Previous studies of cationic DMPC/DOTAP systems with a low DNA proportion observed that DNA insignificantly perturbs the global lipid organization or induced only a small disordering effect (with higher DNA concentrations) on the DMPC acyl chains [36]. These observations suggest that only weak interactions take place between the lipid acyl chains and DNA, which is in very good agreement with our results.

Carbonyl groups of phospholipids present at the interface, between hydrophobic and hydrophilic parts of the bilayer, are capable of forming a hydrogen bond network with surrounding water molecules [37,38]. This fact leads to formation of two populations of carbonyl groups: water-bounded and unbounded. In the FTIR spectrum, these interactions are manifested by peak splitting into two bands, each connected with one of the described state of C=O group. Positions and intensities of those peaks vary for different lamellar mesophases (Lβ′ phase: ~1730.7 cm−1—water-bounded state, ~1738.4 cm−1—water-unbounded state; Pβ′ phase: ~1724 cm−1—water-bounded, ~1742 cm−1— water-unbounded; Lα phase: ~1721.5 cm−1—water-bounded, ~1738 cm−1—water-unbounded; as referred in [27]) Therefore, the changes observed for C=O stretching vibrations provided information about the hydration level of bilayers. The hydration level of bilayers increases with increasing temperature [26,27]. For effective analysis of hydration changes, C=O stretching bands were localised using the first spectral momentum of the band (the centre of gravity) (Figure 5). This method allows investigation of collective band changes treated as the effect of both, intensity and peak positions variations.

Figure 5. Selected FTIR absorption spectra in the spectral range of C=O stretching vibration at various temperatures obtained for DMPC/IMI_oxyC5_C10 (a) and DMPC/IMI_oxyC5_C10/DNA; (b) systems. The spectra are shifted for clarity.
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Two changes in the carbonyl stretching band position were observed in the spectrum of the reference system—150 mM DMPC water solution (Figure 6). The observed shift in the vCO band position towards higher wavenumbers (~0.6 cm−1) reflects the appearance of pretransition (Lβ′→Pβ′) in the sample and the subsequent shift towards lower values (~1.5 cm−1) is directly related to the main phase transition. The increase in the surfactant concentration in the systems studied led to a decrease in the transition temperature characterising the pretransition and the main transitions, and also to broadening of their temperature ranges. Spectral changes connected with the pretransition disappeared for two highest concentrations of gemini surfactant (15 mM and 30 mM IMI_oxyC5_C10). In the absorption spectra of these two systems only a single shift towards decreasing wavenumbers values ~0.7 cm−1 was noted. Additionally, at high concentrations of the surfactant (7.5 mM, 15 mM and 30 mM IMI_oxyC5_C10) the carbonyl stretching band was shifted towards decreasing wavenumbers in the full temperature range.

Figure 6. Thermal dependence of C=O stretching band positions for DMPC/IMI_oxyC5_C10 (a) and DMPC/IMI_oxyC5_C10/DNA; (b) systems.
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The mechanism of pretransition depends on two events [39]—the change in the tilt angle of hydrophobic chains and the changes in the effective area of hydrophilic head group as a result of increasing hydration, which in consequence leads to formation of a characteristic rippled structure. The presence of IMI_oxyC5_C10 surfactant in the bilayer structure may affect this mechanism in several ways. Electrostatic repulsion between the cationic head groups of the surfactant leads to an increase in the effective area of head groups and loosens up the packing of molecules in the bilayer. The increased orientation freedom may affect the collective hydrophobic chain tilt, and in consequence, the lateral stress of hydrophobic chains, responsible for formation of ripples, will be reduced. Moreover, the rippled gel phase stability depends on fluctuational correlations between adjacent bilayers [39]. For higher surfactant concentrations (the two samples of the highest IMI_oxyC5_C10 surfactant concentration) the correlations may disappear as a consequence of electrostatic repulsions between bilayers [39]. These structural disruptions are connected also with the increase in bilayer hydration. Facilitated water penetration into the bilayer interphase was observed as the C=O stretching band was shifted towards smaller wavenumbers upon increasing surfactant concentration.

Similarities between the FTIR spectra recorded for DMPC/IMI_oxyC5_C10/DNA and DMPC/IMI_oxyC5_C10 were also noted in the region of the stretching vibrations of the carbonyl group. In particular, the temperatures of phase transitions and the thermal ranges of these transitions were close. The only significant differences concerned the positions of the bands corresponding to the stretching vibrations of C=O in the liquid crystalline phase (Lα), for DMPC/IMI_oxyC5_C10/DNA as they appeared at by about 0.5 cm−1 lower wavenumbers than in the spectra of DMPC/IMI_oxyC5_C10.

Moreover for DMPC/IMI_oxyC5_C10/DNA lipoplexes, the characteristic shift of the C=O stretching band positions towards increasing wavenumbers (directly related to the pretransition) disappeared at 3 mM concentration of the surfactant in the system studied, and did not appear for any higher surfactant concentration (Figure 6).

The FTIR spectra demonstrated also changes in the (PO2)− symmetric stretching region (Figures 7 and 8). Phosphate groups are components of DMPC (the dominating population) as well as DNA molecules. Samples with the highest two concentrations of IMI_oxyC5_C10 surfactant (15 mM and 30 mM) show in full temperature range ~0.4 cm−1 shift towards lower wavenumbers (Figure 8). Moreover, for these samples, the temperature dependence of the (PO2)− stretching band position revealed the stepwise shift (~0.4 cm−1 at around T = 16 °C) upon temperature increase. These changes correspond to the shift of the C=O stretching band position towards decreasing wavenumbers observed for these samples.

Figure 7. Selected FTIR absorption spectra in the spectral range of (PO2)− symmetric stretching vibrations at various temperatures and different surfactant concentrations (a,b) obtained for DMPC/IMI_oxyC5_C10/DNA systems. An additional band of CO–O–C symmetric stretching vibration was observed. The spectra are shifted for clarity.
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Figure 8. Thermal dependence of (PO2)− symmetric stretching band positions for selected DMPC/IMI_oxyC5_C10/DNA systems.
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Circular dichroism is the most popular spectroscopic method used for monitoring structural changes in the nucleic acid conformation. Therefore, circular dichroism was selected as the most sensitive method to determine the influence of IMI_oxyC5_C10 on DNA conformation. The CD spectra of pure DNA and lipoplexes with 0.05–5 mM of IMI_oxyC5_C10 are presented in Figure 9. The spectrum of the pure DNA solution exhibits a positive band near 277 nm, a negative band near 245 nm and a crossover point near 260 nm, indicating a right-handed B-DNA form [40,41], which is a typical native double-stranded conformation of fully hydrated DNA.

Figure 9. Circular dichroism spectra of DNA/IMI_oxyC5_C10 lipoplexes (0.05–5 mM IMI_oxyC5_C10).
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The increased surfactant concentration slightly shifted the bands towards higher wavelength, for the negative band to 252 nm and for the positive band to 284 nm. The addition of the surfactant studied resulted in the interaction between the positively charged groups of the surfactant with the polyanionic DNA molecule, causing the exposure of hydrophobic parts of the surfactant to the solution.

The changes in the intensity of the CD bands can be assigned to changes in the hydration shell of the phosphate groups of DNA [42]. The results obtained indicate that the DNA maintains the B-form up to the 2 mM concentration of IMI_oxyC5_C10 surfactant in the solution.

In complexes of DNA with dodecyltrimethylammonium bromide (DTAB), the almost identical shifts of the negative and positive bands in the CD spectrum were not accompanied by the conformational transition from B to A or B to Z form [43]. Similar interactions between DNA and some polyamines, (e.g., spermine), observed in the CD spectra were described by Chang et al.[44]. Therefore, these changes can be attributed to the local perturbations in the DNA base geometry rather than to a change in the DNA helical structure. Higher concentration of IMI_oxyC5_C10 surfactant induces precipitation of IMI_oxyC5_C10/DNA lipoplexes. Unfortunately, due to the high absorption of polarised light in the UV range by phospholipids, the examination of DMPC/surfactant/DNA systems using circular dichroism was not possible.



2.2. Thermal Stability of Lipid/Surfactant and Lipid/Surfactant/DNA Complexes

The results of DSC studies of DMPC/dicationic surfactant and DMPC/dicationic surfactant/DNA systems are shown in Figure 10, while the parameters characterising the phase transitions obtained from these data are summarised in Table 1. The addition of IMI_oxyC5_C10 surfactant and DNA has a pronounced effect on the thermodynamic parameters of phase transitions observed for DMPC. This effect is however much stronger upon the surfactant addition. For the reference DMPC system, two phase transitions are observed and characterised by Tonset = 14.8 °C and Tonset = 24.2 °C corresponding to pretransition and main transition, respectively. These values are in agreement with the corresponding ones obtained for pure hydrated DMPC solutions [45].

Figure 10. DSC thermograms of DMPC/IMI_oxyC5_C10 (a) and DMPC/IMI_oxy C5_C10/DNA; (b) systems.
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Table 1. The enthalpy and characteristic temperatures of main transition for DMPC/IMI_oxyC5_C10 and DMPC/IMI_oxyC5_C10/DNA systems.



	
DMPC/IMI_oxyC5_C10

	
DMPC/IMI_oxyC5_C10/DNA




	



	






	
Csurf (mM)

	
H (kJ/mol)

	
Tpeak (°C)

	
Tonset (°C)

	
Csurf (mM)

	
H (kJ/mol)

	
Tpeak (°C)

	
Tonset (°C)






	
0

	
−16.7

	
24.4

	
24.2

	
0

	
−16.1

	
23.9

	
23.7




	
0.75

	
−12.2

	
23.9

	
23.4

	
0.75

	
−10.4

	
23.5

	
23.1




	
1.5

	
−13.1

	
23.3

	
22.9

	
1.5

	
−11.5

	
23.3

	
22.8




	
3

	
−9.6

	
22.8

	
21.5

	
3

	
−11.2

	
22.7

	
22.0




	
7.5

	
−10.0

	
21.6

	
20.4

	
7.5

	
−7.0

	
21.6

	
20.2




	
15

	
−5.9

	
18.5

	
16.9

	
15

	
−4.8

	
18.3

	
17.1




	
30

	
−6.4

	
17.2

	
16.4

	
30

	
−6.1

	
17.4

	
16.6









The influence of the dicationic surfactant on the thermodynamic parameters was significant. Even the smallest amount of IMI_oxyC5_C10 surfactant in the systems studied (0.75 mM) resulted in complete disappearance of the pretransition and a significant shift of the main phase transition temperature (ΔT = −0.7 °C). Simultaneously, a splitting of the main transition peak was observed. The first maximum can be assigned to the main transition process of DMPC/dicationic surfactant mixed phase, while the weak second peak corresponded to the main transition of pure DMPC. This effect disappears at IMI_oxyC5_C10 surfactant concentrations above 1.5 mM. With increasing concentration of IMI_oxyC5_C10 surfactant, a decrease in the main phase transition enthalpy and temperature was observed.

A decrease in enthalpy characterising the main phase transition in the systems with the highest surfactant concentrations (15 and 30 mM of IMI_oxyC5_C10) in relation to pure DMPC reached even 65% (ΔΔH = 10.8 kJ/mol) and 62% (ΔΔH = 10.3 kJ/mol). The addition of DNA to the pure phospholipid solution caused a small reduction in temperature (ΔT = −0.5 °C) and enthalpy of the main phase transition (ΔΔH = −0.6 kJ/mol).

The pretransition was detected only for the reference system DMPC (ΔH = −2.3 kJ/mol, Tonset = 14.8 °C and Tpeak = 16.1 °C) and for the system DMPC/DNA (ΔH = −3.6 kJ/mol; Tonset = 17.0 °C and Tpeak = 17.2 °C). After addition of the gemini surfactant, the pretransition is undetectable in the two series of samples studied (with and without DNA). These effects are also in full agreement with the earlier discussed FTIR results for these systems.

For the complexes of DMPC/IMI_oxyC5_C10/DNA, the decrease in enthalpy of the main phase transition was even a bit greater, while the shift of the characteristic temperatures was a bit smaller than for DMPC/IMI_oxyC5_C10 systems (see Table 1). The temperature changes related to the incorporation of DNA and surfactant molecules into the lamellar phase have been observed for other systems of this type [46].



2.3. Structural Parameters of Lipid/Surfactant/DNA Complexes

Figure 11 presents exemplary SAXS data recorded for DMPC/IMI_oxyC5_C10/DNA systems and d-spacing (d001), calculated on the basis of scattering patterns. It should be noted that the concentration of DNA in the systems tested was relatively low in comparison to that in typical lipid/DNA model systems. The DNA concentration in the sample was chosen so that the ratio of negative charge of DNA polyanion (assuming a DNA mean chain length as 170 bp), to the positive charge of IMI_oxyC5_C10 surfactant ranged from 1.0 to 0.02. These values correspond to the typical range of DNA concentrations tested for the cationic carriers used in gene therapy.

Figure 11. SAXS data collected for DMPC/IMI_oxyC5_C10/DNA systems (a) and d-spacing (d001) characterising these systems (b).
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Considering the low DNA concentration, we did not expect dramatic structural changes in the lipid matrix induced by the presence of DNA. The observed changes (about 0.4 nm) of the bilayer spacing were small in comparison with those in the systems not containing DNA. The observed increasing intensity of the diffraction peaks as a function of surfactant concentration also clearly shows the ability of the surfactant to promote organisation of lipid bilayers in the multilayer lamellar phase. Moreover, with increasing concentration of the surfactant in the system DMPC/IMI_oxyC5_C10/DNA (from 3 mM IMI_oxyC5_C10) besides the diffraction maxima L1 and L2 corresponding to the lattice constants d001 and d002, the SAXS curves reveal the third diffraction maximum, L3 (see Figure 11a). Detailed analysis of the d-spacing corresponding to this peak and its relation to the lattice constants d001 and d002, has clearly confirmed the presence of lamellar phase in the whole range of IMI_oxyC5_C10 concentrations studied in the systems of interest in this work. It should be emphasised that the above described structural changes manifested in the SAXS curves correlate well with the changes in the C=O stretching band positions as a function of the surfactant concentration (see Figure 6). The correlations between SAXS and FTIR results support the conclusion that the presence of the surfactant promotes ordering of DMPC and DNA in the lamellar phase.

In previous studies conducted by Pullmannová et al.[34] or Munoz-Ubeda et al.[47], the diffraction peaks associated with the presence of DNA were also reported. In the system studied in this work, the DNA concentration was 10 times lower and the characteristic peak related to DNA-DNA packing [43] was not observed. In the DMPC/IMI_oxyC5_C10/DNA system the increasing concentration of surfactant in the system caused a clearly visible decrease in the d-spacing value. Similar effects that the repeat distance d001 decreases linearly with increasing molar ratio surfactant/phospholipid were observed for gemini surfactants-DOPE-DNA complexes [34].

On the basis of the typical symmetry of diffraction patterns clearly showing the lamellar nature of the systems investigated, and on the basis of the previously described patterns of lipid-DNA interactions [48–51], a proposed scheme of DMPC/IMI_oxyC5_C10/DNA lipoplexes structure is shown in Figure 12.

Figure 12. The structural model of DMPC/IMI_oxyC5_C10/DNA in the lamellar phase.
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3. Experimental Section


3.1. Sample Preparation

1,2-dimyristoyl-sn-glycero-3-phosphocholine was obtained from Avanti Polar Lipids, Inc. (Alabaster, AL, USA) as lyophilized powders. Dicationic (gemini) surfactant 1,5-bis(1-imidazolilo-3- decyloxymethyl) pentane dichloride (IMI_oxyC5_C10) was synthesized according to the synthesis method reported by Pietralik et al.[52]. Deoxyribonucleic acid of low molecular weight from salmon sperm was purchased from Sigma-Aldrich and used without further purification.

The homogeneous 150 mM solution of DMPC in 20 mM sodium citrate/D2O pH 6.5 and DMPC/IMI_oxyC5_C10 systems containing 150 mM DMPC and 0.75, 1.5, 3, 7.5, 15 and 30 mM of IMI_oxyC5_C10 were prepared by 10 cycles of sonication at 30 °C for 30 minutes and cooling at 4 °C. The DMPC/IMI_oxyC5_C10/DNA systems were prepared on the basis of lipid/surfactant systems described above, but with twice the concentrations of phospholipid and surfactant. Then lipid/surfactant solutions were mixed in a volume ratio of 1:1 with DNA solution (4 M), so that the final DNA concentration was 2 μM.



3.2. FTIR Measurements

The infrared spectra were obtained by the attenuated total reflection (ATR) technique using a Tensor 27 (Bruker Optics, Ettlingen, Germany) spectrometer with a horizontal Platinum ATR device (diamond, 45 deg.). Samples of 0.02 cm3 volume were placed on diamond window, enclosed by a heating cover and incubated for 15 min at a given temperature before starting the experiment. The data were collected at temperatures ranging from 4 to 36 °C. For each spectrum, 256 scans in the spectral range of 4000–600 cm−1 were taken. The resolution of the experimental data was 2 cm−1. The temperature was controlled by a Haake DC-30 temperature unit. The data were analysed using the Opus (Bruker Optics, Ettlingen, Germany) program package. The positions of characteristic bands were obtained using spectra second derivative.



3.3. Circular Dichroism (CD)

Electronic circular dichroism (CD) spectra were collected using J-815 spectropolarimeter (Jasco, Japan). CD spectra were collected at 2 μM DNA concentration and in the presence of IMI_oxyC5_C10 (concentrations from 0.05 to 5 mM). Scans were taken in the ultraviolet (UV) CD region (220–340 nm) with a bandwidth of 1 nm, at a scanning rate 50 nm/min and using a standard quartz cell of 0.5 mm path length.

Each spectrum was obtained by averaging of 10 runs at a fixed temperature of 25 °C. The CD spectra obtained were processed using the Spectra Manager II software (Jasco, Japan).



3.4. Differential Scanning Calorimetry (DSC)

The DSC measurements were performed using a DSC-204 Phoenix Netzsch calorimeter equipped with a high sensitivity μ-sensor. The calorimetric system was calibrated, in transition temperature and enthalpy changes, by using cyclohexane, mercury, indium, bismuth, tin and biphenyl. The samples of about 20 mg were sealed in hermetic aluminium crucibles. All measurements were performed in helium atmosphere in temperatures from 5 to 35 °C at a scanning rate of 1 °C/min. The DSC data were processed and analysed using the TA (Neztsch) program. For determination of enthalpy values of the representative phase transitions, a linear base line was used.



3.5. Small Angle X-Ray Scattering (SAXS)

SAXS measurements were performed on P12 Beamline of EMBL Hamburg Outstation on PETRA III storage ring at DESY [53,54]. Scattering patterns were collected using a Photon counting Pilatus 2M pixel detector (253 × 288 mm2) at the sample to detector distance of 3500 mm. The scattering vector range was 0.08 > s > 4.5 nm−1. The detector s-axis (where s = 4πsinθ/λ with 2θ the scattering angle, wavelength = 0.1 nm) was calibrated using the diffraction patterns of silver behenate [55]. The measurements were carried out on a series of DMPC/surfactant/DNA solutions in 50 mM sodium citrate pH 7.0 in D2O containing the surfactant at increasing concentrations (0–30 mM). The SAXS data were collected in 20 successive 0.1 s frames. All measurements were performed using a capillary cell (sample volume 10 μL) and automated filling at 25 C. The collected frames were integrated and averaged. The scattering data were corrected for detector response, normalised to the incident beam intensity and the scattering of the buffer was subtracted using the program package PRIMUS [56].




4. Conclusions

The presence of DNA molecules in DMPC/IMI_oxyC5_C10 system did not affect the conformational dynamics of CH2 groups (symmetric and asymmetric stretching bands) and the trans-gauche transitions connected with the main phase transition. However, in the presence of the surfactant the temperature of the main phase transition was significantly shifted towards lower temperatures, which is well illustrated not only by FTIR but also by DSC data.

The pretransition in DMPC disappeared in all DMPC/surfactant complexes (with and without DNA). This phenomenon can be related to the incorporation of surfactant molecules in the lipid bilayer and the interactions of the surfactant polar groups with the polar components of DMPC. Moreover, the disturbances to the lipid bilayer can also be responsible for increasing level of hydration observed in the liquid crystalline phase (low C=O stretching band position) and the interactions of DNA with the lipid polar groups [57]. These conclusions are confirmed by the correlations between the changes in positions (wavenumbers) of the bands corresponding to the stretching vibrations of C=O and (PO2)−, which reflect the increased affinity between DNA and lipid bilayers in the liquid crystal phase.

The increased surfactant concentration slightly shifted the characteristic CD spectrum towards higher wavelengths, which indicates that the DNA maintains the B-form up to the 2 mM concentration of IMI_oxyC5_C10 surfactant in the solution. We can conclude also that the addition of IMI_oxyC5_C10 resulted in the interaction between the positively charged groups of the surfactant with the polyanionic DNA molecule, causing the exposure of hydrophobic parts of the surfactant to the solution. The changes in the intensity of the CD bands are connected with those in the hydration shell of the DNA phosphate groups.

On the basis of the SAXS and DSC data obtained for the DMPC/IMI_oxyC5_C10/DNA lipoplexes studied, indicating its ordering, structural stability and thermal stability, it is reasonable to conclude that this system can meet the requirements of non-viral carriers for DNA transfer in gene therapy.






Acknowledgments

The research was supported by research grant (UMO-2011/01/B/ST5/00846) from National Science Centre (Poland). SAXS measurements, performed on P12 Beamline of EMBL Hamburg Outstation on PETRA III storage ring at DESY have received funding from the European Community’s Seventh Framework Programme (FP7/2007-2013) under BioStruct-X (grant agreement N°283570).



Conflict of Interest

The authors declare no conflict of interest.



References


	1. 
Lehn, J.M. Toward self-organization and complex matter. Science 2002, 295, 2400–2403. [Google Scholar]

	2. 
Misteli, T. The concept of self-organization in cellular architecture. J. Cell Biol 2001, 155, 181. [Google Scholar]

	3. 
Caroll, C.W.; Straight, A.F. Centromere formation: From epigenetics to self-assembly. Trends Cell Biol 2006, 16, 70–78. [Google Scholar]

	4. 
Zlotnick, A. To build a virus capsid. An equilibrium model of the self-assembly of polyhedral protein complexes. J. Mol. Biol 1994, 241, 59–67. [Google Scholar]

	5. 
Tien, H.T.; Leitmannova, A.; Ottova-Leitmannova, A. Membrane Biophysics as Viewed from Experimental Bilayer Lipid Membranes; Elsevier: New York, NY, USA, 2000. [Google Scholar]

	6. 
El-Aneed, A. An overview of current delivery systems in cancer gene therapy. J. Control. Release 2004, 94, 1–14. [Google Scholar]

	7. 
Israelachvili, J.N.; Mitchell, D.J.; Ninham, B.W. Theory of self-assembly of hydrocarbon amphiphiles into micelles and bilayers. J. Chem. Soc. Faraday Trans 1976, 72, 1525–1568. [Google Scholar]

	8. 
Israelachvili, J.N. Intermolecular and Surface Forces; Academic Press: New York NY, USA, 2011. [Google Scholar]

	9. 
Mirkim, S.M. Discovery of alternative DNA structures: A heroic decade (1979–1989). Front. Biosci 2008, 13, 1064–1071. [Google Scholar]

	10. 
Bloomfield, V.A. DNA condensation. Curr. Opin. Struct. Biol 1996, 6, 334–341. [Google Scholar]

	11. 
Livolant, F.; Leforestier, A. DNA mesophases. A structural analysis in polarysing and electron microscopy. Mol. Cryst. Liquid Cryst 1992, 215, 47–56. [Google Scholar]

	12. 
Radler, J.O.; Koltover, I.; Salditt, T.; Safynia, C.F. Structure of DNA-cationic liposome complexes: DNA intercalation in multilamellar membranes in distinct interhelical packing regimes. Science 1997, 275, 810–814. [Google Scholar]

	13. 
Dan, N. Multilamellar structures of DNA complexes with cationic liposomes. Biophys. J 1997, 73, 1842–1846. [Google Scholar]

	14. 
Koltover, I.; Salditt, T.; Safinya, C.R. Phase diagram, stability, and overcharging of lamellar cationic lipid-DNA self-assembled complexes. Biophys. J 1999, 77, 915–924. [Google Scholar]

	15. 
Bruinsma, R. Electrostatics of DNA-cationic lipid complexes: Isoelectric instability. Eur. Phys. J. B 1998, 4, 75–88. [Google Scholar]

	16. 
Kirby, A.J.; Camilleri, P.; Engberts, J.B.F.N.; Feiters, M.C.; Nolte, R.J.M.; Suderman, O.; Bergsma, M.; Bell, P.C.; Fielden, M.L.; Rodr’guez, C.L.G.; et al. Gemini surfactants: New synthetic vectors for gene transfection. Angew. Chem. Int. Edit 2003, 42, 1448–1457. [Google Scholar]

	17. 
Groth, C.; Nyden, M.; Holmberg, K.; Kanicky, J.R.; Shah, D.O. Kinetics of the selfassembly of gemini surfactants. J. Surfactants Deterg 2004, 7, 247–255. [Google Scholar]

	18. 
Koltover, I.; Salditt, T.; Radler, J.O.; Safynia, C.F. An inverted hexagonal phase of cationic liposome-DNA complexes related to DNA release and delivery. Science 1998, 281, 78–81. [Google Scholar]

	19. 
Bell, P.C.; Bergsma, M.; Dolbnya, I.P.; Bras, W.; Stuart, M.C.A.; Rowan, A.E.; Feiters, M.C.; Engberts, J.B.F.N. Transfection mediated by gemini surfactants: Engineered escape from the endosomal compartment. J. Am. Chem. Soc 2003, 125, 1551–1558. [Google Scholar]

	20. 
Slack, N.L.; Ahmad, A.; Evans, H.M.; Lin, A.J.; Samuel, C.E.; Safinya, C.R. Cationic lipid-DNA complexes for gene therapy: Understanding the relationship between complex structure and gene delivery pathways at the molecular level. Curr. Med. Chem 2004, 11, 133–149. [Google Scholar]

	21. 
Zuhorn, I.S.; Hoekstra, D. On the mechanism of cationic amphiphile-mediated transfection. To fuse or not to fuse: Is that the question? J. Membr. Biol 2002, 189, 167–179. [Google Scholar]

	22. 
Zhang, Y.; Chen, X.; Lan, J.; You, J.; Chen, L. Synthesis and biological applications of imidazolium-based polymerized ionic liquid as a gene delivery vector. Chem. Biol. Drug Des 2009, 74, 282–288. [Google Scholar]

	23. 
Kamboj, R.; Singh, S.; Bhadani, A.; Kataria, H.; Kaur, G. Gemini imidazolium surfactants: Synthesis and their biophysiochemical study. Langmuir 2012, 28, 11969–11978. [Google Scholar]

	24. 
Li, H.; Yu, C.; Chen, R.; Li, J.; Li, J. Novel ionic liquid-type Gemini surfactants: Synthesis, surface property and antimicrobial activity. Colloid Surf. A 2012, 395, 116–124. [Google Scholar]

	25. 
Smith, G.S.; Sirota, E.B.; Safinya, C.R.; Plano, R.J.; Clark, N.A. X-ray structural studies of freely suspended ordered hydrated DMPC multimembrane films. J. Chem. Phys 1990, 92, 4519–4529. [Google Scholar]

	26. 
Lewis, R.N.A.H.; McElhaney, R.N. Fourier transform infrared spectroscopy in the study of lipid phase transitions in model and biological membranes: Practical considerations. Methods Mol. Biol 2007, 400, 207–226. [Google Scholar]

	27. 
Disalvo, E.A.; Lairion, F.; Martini, F. Structural and functional properties of hydration and confined water in membrane interfaces. Biochim. Biophys. Acta 2008, 1778, 2655–2670. [Google Scholar]

	28. 
Pinaki, R.M.; Blume, A. Temperature-induced micelle-vesicle transitions in DMPC-SDS and DMPC-DTAB mixtures studied by calorimetry and dynamic light scattering. J. Phys. Chem. B 2002, 106, 10753–10763. [Google Scholar]

	29. 
Kozak, M.; Wypych, A.; Szpotkowski, K.; Jurga, S.; Skrzypczak, A. Structural and spectroscopic studies of DMPC/cationic surfactant system. J. Non-Cryst. Solids 2010, 356, 747–753. [Google Scholar]

	30. 
Wypych, A.; Szpotkowski, K.; Jurga, S.; Domka, L.; Kozak, M. Interactions of a cationic surfactant—(benzyloxymethyl) dodecyldimethylammonium chloride with model biomembrane systems. Colloid Surf. B 2013. in press. [Google Scholar]

	31. 
Szpotkowski, K.; Kozak, M.; Kozak, A.; Zielinski, R.; Wieczorek, D.; Jurga, S. Structural studies of selected DSPC-surfactant model systems of biological membranes. Acta Phys. Pol. A 2009, 115, 561–564. [Google Scholar]

	32. 
Kozak, M.; Szpotkowski, K.; Kozak, A.; Zieliński, R.; Wieczorek, D.; Gajda, M.J.; Domka, L. The FTIR and SAXS studies of influence of a morpholine derivatives on the DMPC-based biological membrane systems. Rad. Phys. Chem 2009, 78, S129–S133. [Google Scholar]

	33. 
Kozak, M.; Szpotkowski, K.; Kozak, A.; Zieliński, R.; Wieczorek, D.; Gajda, M.J. The effect of selected zwiterionic surfactant on the structure of hydrated DMPC. Rad. Phys. Chem 2009, 78, S112–S115. [Google Scholar]

	34. 
Pullmannová, P.; Funari, S.S.; Devínsky, F.; Uhríková, D. The DNA-DNA spacing in gemini surfactants—DOPE-DNA complexes. Biochim. Biophys. Acta 2012, 1818, 2725–2731. [Google Scholar]

	35. 
Kida, W.; Kozak, M. Structural changes of DPPC bilayers induced by gemini surfactant”. Acta Phys. Pol. A 2012, 121, 893–898. [Google Scholar]

	36. 
Labbé, J.F.; Cronier, F.; Gaudreault, R.C.; Auger, M. Spectroscopic characterization of DMPC/DOTAP cationic liposomes and their interactions with DNA and drugs. Chem. Phys. Lipids 2009, 158, 91–101. [Google Scholar]

	37. 
Gruenbaum, S.M.; Skinnera, J.L. Vibrational spectroscopy of water in hydrated lipid multi-bilayers. I. Infrared spectra and ultrafast pump-probe observables. J. Chem. Phys 2011, 135, 075101. [Google Scholar]

	38. 
Gruenbaum, S.M.; Pieniazek, P.A.; Skinner, J.L. Vibrational spectroscopy of water in hydrated lipid multi-bilayers. II. Two-dimensional infrared and peak shift observables within different theoretical approximations. J. Chem. Phys 2011, 135, 164506. [Google Scholar]

	39. 
Kirchner, S.; Cevc, G. On the origin of thermal Lβ′ → Pβ′ pretransition in the lamellar phospholipid membranes. Europhys. Lett 1994, 28, 31–36. [Google Scholar]

	40. 
Kypr, J.; Kejnovská, I.; Renčiuk, D.; Vorlíčková, M. Circular dichroism and conformational polymorphism of DNA. Nucleic Acids Res 2009, 37, 1713–1725. [Google Scholar]

	41. 
Miyahara, T.; Nakatsuji, H.; Sugiyam, H. Helical structure and circular dichroism spectra of DNA: A theoretical study. J. Phys. Chem. A 2013, 117, 42–55. [Google Scholar]

	42. 
Zhou, T.; Xu, G.; Ao, M.; Yang, Y.; Wang, C. DNA compaction to multi-molecular DNA condensation induced by cationic imidazolium gemini surfactants. Colloid Surf. A 2012, 414, 33–40. [Google Scholar]

	43. 
Lee, H.K.; Mijović, J. Bio-nano complexes: DNA/surfactant/single-walled carbon nanotube interactions in electric field. Polymer 2009, 50, 881–890. [Google Scholar]

	44. 
Chang, Y.-M.; Chen, C.K.-M.; Hou, M.-H. Conformational changes in DNA upon ligand binding monitored by circular dichroism. Int. J. Mol. Sci 2012, 13, 3394–3413. [Google Scholar]

	45. 
Rowat, A.C.; Keller, D.; Ipsen, J.H. Effects of farnesol on the physical properties of DMPC membranes. Biochim. Biophys. Acta 2005, 1713, 29–39. [Google Scholar]

	46. 
Almeida, J.A.S.; Faneca, H.; Carvalho, R.A.; Marques, E.F.; Pais, A.A.C.C. Dicationic alkylammonium bromide gemini surfactants. membrane perturbation and skin irritation. PLoS One 2011, 6, e26965. [Google Scholar]

	47. 
Muñoz-Úbeda, M.; Misra, S.K.; Barrán-Berdón, A.L.; Datta, S.; Aicart-Ramos, C.; Castro-Hartmann, P.; Kondaiah, P.; Junquera, E.; Bhattacharya, S.; Aicart, E. How does the spacer length of cationic gemini lipids influence the lipoplex formation with plasmid DNA? Physicochemical and biochemical characterizations and their relevance in gene therapy. Biomacromolecules 2012, 13, 3926–3937. [Google Scholar]

	48. 
Salditt, T.; Koltover, I.; Rädler, J.; Safinya, C. Two-dimensional smectic ordering of linear DNA chains in self-assembled DNA—Cationic liposome mixtures. Phys. Rev. Lett 1997, 79, 2582–2585. [Google Scholar]

	49. 
Caracciolo, G.; Pozzi, D.; Caminiti, R.; Mancini, G.; Luciani, P.; Amenitsch, H. Observation of a rectangular DNA superlattice in the liquid crystalline phase of cationic lipid/DNA complexes. J. Am. Chem. Soc. 2007, 129, 10092–10093. [Google Scholar]

	50. 
Bilalov, A.; Olsson, U.; Lindman, B. DNA-lipid self-assembly: Phase behavior and phase structures of a DNA-surfactant complex mixed with lecithin and water. Soft Matter 2011, 7, 730–742. [Google Scholar]

	51. 
Milani, S.; Bombelli, F.B.; Berti, D.; Baglioni, P. Nucleolipoplexes: A new paradigm for phospholipid bilayer-nucleic acid interactions. J. Am. Chem. Soc 2007, 129, 11664–11665. [Google Scholar]

	52. 
Pietralik, Z.; Taube, M.; Skrzypczak, A.; Kozak, M. SAXS Study of influence of gemini surfactant, 1,1′-(1,4-butanediyl)bis 3-cyclododecyloxymethylimidazolium di-chloride, on the fully hydrated DMPC. Acta Phys. Pol. A 2010, 117, 311. [Google Scholar]

	53. 
Roessle, M.W.; Klaering, R.; Ristau, U.; Robrahn, B.; Jahn, D.; Gehrmann, T.; Konarev, P.V.; Round, A.; Fiedler, S.; Hermes, S.; et al. Upgrade of the small angle X-ray scattering Beamline X33 at the European Molecular Biology Laboratory, Hamburg. J. Appl. Cryst 2007, 40, 190–194. [Google Scholar]

	54. 
Round, A.R.; Franke, D.; Moritz, S.; Huchler, R.; Fritsche, M.; Malthan, D.; Klaering, R.; Svergun, D.I.; Roessle, M. Automated sample-changing robot for solution scattering experiments at the EMBL Hamburg SAXS station X33. J. Appl. Cryst 2008, 41, 913–917. [Google Scholar]

	55. 
Huang, T.C.; Toraya, H.; Blanton, T.N.; Wu, Y. X-ray-powder diffraction analysis of silver behenate, a possible low-angle diffraction standard. J. Appl. Cryst. 1993, 184. [Google Scholar]

	56. 
Konarev, P.V.; Volkov, V.V.; Sokolova, A.V.; Koch, M.H.J.; Svergun, D.I. PRIMUS—A Windows-PC based system for small-angle scattering data analysis. J. Appl. Cryst 2003, 36, 1277–1282. [Google Scholar]

	57. 
Ryhanan, S.J.; Saily, M.J.; Paukku, T.; Borocci, S.; Mancini, G.; Holopainen, J.M.; Kinnunen, P.K.J. Surface charge density determines the efficiency of cationic gemini surfactant based lipofection. Biophys. J 2003, 84, 578–587. [Google Scholar]

































© 2013 by the authors; licensee MDPI, Basel, Switzerland This article is an open access article distributed under the terms and conditions of the Creative Commons Attribution license (http://creativecommons.org/licenses/by/3.0/).







media/file4.png
150 mM DMPC / 30 mM IMI_oxyC5_C10

b) 150 mM DMPC / 30 mM IMI_oxyC5_C10/ 2.M. DNA

vCo +vCO
16
36C
36°C 12
3 10
8,
< 08
E
06
4c
ac 0

80 1770 1760 1750 1740 1730 1720 1710 1700 1690 1680

Wavenumber [cm]

80 1770 1760 1750 1740 1730 1720 1710 1700 1690 1680

Wavenumber [cm]





nav.xhtml


  ijms-14-07642


  
    		
      ijms-14-07642
    


  




  





media/file11.png
oxyC5_C10)

gemini surfactant

(im

AAAA >4
AOAOUIRAANGSS

0%, SO0






media/file1.png
a) 150 mM DMPC / 30 mM IMI_oxyC5_C10 b) 150 mM DMPC /30 mM IML_oxyC5_C10/2.M. DNA

wCH

36°C 12 36°C

4°c ol . . 4c

3000 2980 2960 2940 2920 2900 2880 2860 2840 2820 2800 2820 2800
Wavenumber [cm] Wavenumber [cm]






media/file2.png
int. [a.u.]

0.07-

0.06+

0.054

0.04

0.034

0.02-

0.01

as

—— FTIR experimental data
fit to experimental data

v.CH,

v,CH,

as

2950 2900 2850 2

Wavenumber [cm]





media/file7.png
Wavenumber [cm™]

1088.8-
1088.6
1088.4
1088.2

*—2
1088.0

1087.8
1087.6
1087.4
1087.2
1087.0

—=—150mM DMPC / 0.75 mM IMI_oxyC5_C10 / 2 uM DNA
—e—150mM DMPC / 1.5 mM IMI_oxyC5_C10 / 2 uM DNA
4—150mM DMPC / 3 mM IMI_oxyC5_C10 / 2 uM DNA
—v—150mM DMPC / 7.5 mM IMI_oxyC5_C10 / 2 uM DNA
< 150mM DMPC / 15 mM IMI_oxyC5_C10 / 2 uM DNA
»150mM DMPC / 30 mM IMI_oxyC5_C10 / 2 uM DNA

1086.8

Temperature [°C]





media/file9.png
DSC [a.u.]

1

DMPC/IMI_CI_oxy_C10

1

El
P E—— Y g is 5 =
075 9 075
: o
2 a 2
e o Too
4 =4, T T T T
10 15 20 25 30
Temperature [°)C]

15 20 2
Temperature [°C]
(a)





media/file10.png
int. [a.u.]

10"

10° 4§

10° 9

10' 3

10°9

DMPC/IMI_oxyC5_C10

o m without DNA
"y O with DNA
T=25°C
=]
L
°]
-]
o
0 5 {0 15 20 25 30
Cp [MM]






media/file5.png
17355,

1

Wavenumber [cm

= 150mM DMPC

©-150mM DMPC / 0.75 mM IMI o)(yc c10

~—=— 150mM DMPC / 0.75 mM IMI_oxyC5_C10 /2 uM DN
©150mM DMPC / 1.5 mM IMI_oxyC5_C10 / 2 ;M DNA

L 150mM DMPC /3 mM IMI. /G5 G10 /2 1M DNA
v 150mM DMPC / 7.5 mM IM|_oxyC5_C10/ 2 ;M DNA

173557 |~ 150mM DMPC / 15 mM IMI_oxyC5_C10/2 uM DNA
+-150mM DMPC / 30 mM IMI_oxyC5_C10 > 150mM DMPC / 30 mM IMI_oxyC5_C10/2 ;M DNA
17350 17350
7345 T s ——.
S, Pt —
17340 = 17340 T
3 ?Q—a i =x. N
€ 1735 — e, ¥
2 - X .
gm0 - O By,
17325 = s » B Ss =
[TGIGENEINENI SIS S S
17320 17320
2 PR o 4 & 12 16 20 2 2 @2 3%
Temperature [°C] Temperature [°'C]

(a)

(b)





media/file12.png





media/file3.png
—=—150m|

I =~ 150mM DMPC I M DMPC
. - 150mM DMPC / 0.75 mM IMI_oxyC5_C10) . +150mM DMPC / 0.75 mM IMI_oxyC5_C10
4 150mM DMPC / 1.5 mM IMI_oxyC5_C10 4-150mM DMPC / 1.5 mM IMI_oxyC5_C10
28550 v 150mM DMPC / 3 mM IMI_oxyC5_C10 2025. 7= 1SOmM DMPC /3 M (ML cs s
6 < 150mM DMPC / 7.5 mM IMI_oxyC5_C10 < 150ml
»150mM DMPC / 15 mM IMI_oxyC5_C10 2024 + 130mM DMPG/ 15 Al - oxyC5 5o
28540 +-150mM DMPC / 30 mM IMI_oxyC5_C10 a2 +-150mM DMPC / 30 mM IMI_oxyC5_C10
% B AT
2 e, 3
E x € 2020
2 2
2010
2 g ~
g $ e g
2017.
916
H 2 e 20 2 » @2 % s 2 e 20 2 2
Temperature ['C] Temperature ['C]
()
= 150mM DMPC / 0.75 mM IMI_oxyC5_C10/2 ;M DNA = 150mM DMPC / 0.75 mM IM_oxyC5_C10/2 iM DNA
I - 150mM DMPC / 1.5 mM IMI_oxyC5_C10/2 uM DNA 11 »150mM DMPC /1.5 mM IMI_oxyC5_C10/ 2 uM DNA
4 150mM DMPC / 3 mM xyC5_C10/2 uM DNA 4 150mM DMPC / 3 mM IMI_oxyC5_C10 /2 uM DNA
26550, | v 150mM DMPC /7.5 mM IM|_oxyC5_C10/2 uM DNA 925 v 150mM DMPC /7.5 mM IM|_oxyC5_C10/ 2 uM DNA
Jses] | < 150mM DMPC /15 mM IMI_oxyC5_C10 /2 uM DNA <+~ 150mM DPG 18 md I oxyC5 G102 M DRA
»150mM DMPC / 30 mM IM_oxyC5_C10/ 2 uM DNA > 150mM DMPC / 30 mM IMI_ox)
— 28540

‘Wavenumber [cm

Temperature ['C]

(b)

6 20 2
Temperature ['C]





media/file0.png
a) b)

cr
M’c\/\/\/\/\/o\/"; S
~

rN
He /V\/\/\/\OAN.\/)
cr





media/file8.png
CD [mdeg]

Wavelenght [nm]

——2uMDNA
—2 pM DNA/0.05 mM IMI oxyC5 C10
Xy

——2 1M DNA/5 mM IMI_oxyC5_C10





media/file6.png
150 mM DMPC / 30mM IMI_oxyC5_C10 /2 uM DNA 150 mM DMPC / 1.5mM IMI_oxyC5_C10 / 2 uM DNA

08 v(PO) 000G wPQY v,0-0-C
07 0.7
06 06 )
36°C 36°C
05 Sos
> 04 _//\_\ o4
=
03 -/\__\ o
02 /\_\ 02
o1 /\_\ e
o . T T T T T T T T T +c T . T T T T T T T T T ™ 4o

Wavenumber [cm] Wavenumber [cm]

(a)





