Supplementary Information

Figure S1. Phylogenetic tree of 9 predicted lipases from marine Janibacter sp. strain
HTCC2649 and putative lipases from different families. The tree was constructed using the
MEGA 6.0 program with the neighbor-joining algorithm using bootstrap method and
pairwise deletion. Bar: 0.2 substitutions per amino acid site. The red line shows the
predicted lipases from marine Janibacter sp. strain HTCC2649.
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Table S1. Chemical composition (%) of fractions during hydrolysis of TAG-enriched camellia oil.

Hours TAG 1,3-DAG 1,2-DAG FFAs
Oh 96.90+£0.18 0.95+0.03 1.67 £0.15 0.63 +0.15
0.5h 96.49+0.25 097+0.09 1.65+0.24 0.89+0.14
lh 96.52+0.46 1.09+0.09 1.62+0.32 0.77+0.16
2h 96.41+£0.34 1.03+0.04 1.62 +£0.28 0.94+0.15
3h 96.10+0.03 1.00+0.11 1.90 £ 0.06 1.00 = 0.08
4h 95.81+0.14 1.06 +£0.07 1.91 +£0.06 1.21 +£0.08
5h 95.80+0.14 0.97+0.07 1.91+0.11 1.31 £0.07
6h 96.26 +£0.19 1.00+0.23 1.70 +£0.32 1.04 +£0.09
8h 95.77+0.29 0.99+0.15 1.77+0.11 1.47+0.22
12 h 96.09+0.11 1.01+£0.15 1.76 £ 0.19 1.14 +£0.05

Table S2. Chemical composition (%) of fractions during hydrolysis of DAG-enriched camellia oil.

Hours 1,3-DAG 1,2-DAG 1/3-MAG 2-MAG FFAs
Oh 67.89+2.14 3195+2.01 0.00+0.00 0.00 = 0.00 0.00 = 0.00
0.5h 28.44+0.74 2636+0.97 11.30+0.23 1.98 £0.25 3191 +£1.36
lh 2424+226 2486+1.02 12.10+0.14 2.69+0.95 36.10 £2.58
2h 16.75+0.53 2441+1.22 1055+046 1.67+0.65 46.62 £0.96
3h 1279+ 0.25 20.59+1.14 8.63+0.21 2.28+0.24 55.71 £ 0.57
4h 1032 +0.82 22.28+1.09 6.74+£0.27 228+ 1.51 58.38+1.08
5h 825+086 21.25+098 5.66+0.49 1.89+0.49 62.95 +1.57
6h 7.72£0.66 20.44+0.76 4.62+0.69 1.34 £ 0.58 65.89 +0.63
&h 6.37+0.63 19.64+0.89 3.13+0.44 1.98+£0.92 68.88 £ 1.39
12h 553091 1944+087 296+0.17 1.97 £0.40 70.10 £ 1.94
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Table S3. Chemical composition (%) of fractions during hydrolysis of DAG: MAG (1:1)-enriched oil.

Hours 1,3-DAG 1,2-DAG 1/3-MAG 2-MAG FFA
Oh 3825+1.39 1742+196  42.33+2.02 2.44 +0.29 0.00 = 0.00
05h 21.09+2.15 1626+1.33 3594+220 2.81+049 23.92+1.65
lh 16.14+1.43 1331+1.15 3341+2.12 277+0.17  3436+0.57
2h 1547+1.22 13.47+048 2928+1.12 246+036 39.31=+1.56
3h 1441 +091 12.60+0.56 2528 +1.18 2.59+0.34 45.11+1.65
4h 13.75+£0.97 13.07+0.58 19.76 + 1.30 2.69+£0.19 50.73+1.75
5h 13.27+0.45 13.34+0.77 16.69 + 0.90 2.58+0.03 54.12+1.18
6h 12.89+0.63 13.05+0.54 13.99+1.19 244+£0.07 57.63+£1.40
8h 1196 £0.28 12.51+0.50 10.66 +£0.97 2.04+0.09 62.83+1.60
12 h 11.55+0.81 12.73+0.64 7.48 +£1.53 140+ 0.29  66.84 £2.58
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