
Supplementary Information 

Figure S1. Phylogenetic tree of 9 predicted lipases from marine Janibacter sp. strain 

HTCC2649 and putative lipases from different families. The tree was constructed using the 

MEGA 6.0 program with the neighbor-joining algorithm using bootstrap method and 

pairwise deletion. Bar: 0.2 substitutions per amino acid site. The red line shows the 

predicted lipases from marine Janibacter sp. strain HTCC2649. 

 

 P95419 Pseudomonas aeruginosa (D50587) I.1

 O68310 Pseudomonas fluorescens (AF031226) I.1

 Q43962 Acinetobacter calcoaceticus (X80800) I.1

 Q05489 Burkholderia glumae (X70354) I.2

 P22088 Burkholderia cepacia (M58494) I.2

 O68551 Pseudomonas luteola (AF050153) I.2

 Q9RGZ6 Staphylococcus haemolyticus (AF096928) I.6

 Q9F0R0 Staphylococcus warneri (AF208033) I.6

 P04635 Staphylococcus hyicus (X02844) I.6

 O66015 Geobacillus stearothermophilus (U78785) I.5

 Q9X6A4 Geobacillus thermoleovorans (AF134840) I.5

 Q59260 Geobacillus thermocatenulatus (X95309) I.5

 Q02104 Psychrobacter immobilis (X67712) V

 EAP97335  Janibacter sp. HTCC2649

 P37957 Bacillus subtilis (M74010) I.4

 Bacillus pumilus (A34992) I.4

 EAP97825 MAJ1 Janibacter sp. HTCC2649

 WP 023956064 Williamsia sp. D3

 O33969 Streptomyces cinnamoneus (U80063) I.7

 Q59644 Propionibacterium acnes (X99255)I.7

 WP 017241591 Streptomyces sp. SS

 YP 003115520 Catenulispora acidiphila DSM 44928

 EAP98388 Janibacter sp. HTCC2649

 O73957 Sulfolobus acidocaldarius (AF071233) V

 EAP98342 Janibacter sp. HTCC2649

 EAP97724 Janibacter sp. HTCC2649

 P26504 Pseudomonas fluorescens (D11455) I.3

 Q59932 Serratia marcescens (D13253) I.3

 Q53415 Arthrospira platensis (S70419) VI

 Q53547 Pseudomonas fluorescens (S79600) VI

 O52756 Salmonella typhimurium (AF047014) II(GDSL)

 P40601 Photorhabdus luminescens (X66379) II(GDSL)

 Q56008 Streptomyces sp. (M86351) III

 Q59798 Streptomyces albus (U03114) III

 EAP98889 Janibacter sp. HTCC2649

 EAP98912 Janibacter sp. HTCC2649

 Q53403 Pseudomonas fluorescens (AAC60471) VIII

 Q44050 Arthrobacter globiformis (AAA99492) VIII

 O87861 Streptomyces anulatus (CAA78842) VIII

 Q01470 Arthrobacter oxydans VII

 Q9Z545 Streptomyces coelicolor (CAA22794) VII

 P37967 Bacillus subtilis VII

 P19833 Moraxella sp. (strain TA144) (X53053) III

 EAP99014 Janibacter sp. HTCC2649

 EAP99097 Janibacter sp. HTCC2649

 O52270 Pseudomonas sp. (AF034088) IV(HSL)

 P24484 Moraxella sp. (X53868) IV(HSL)
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Table S1. Chemical composition (%) of fractions during hydrolysis of TAG-enriched camellia oil. 

Hours TAG 1,3-DAG 1,2-DAG FFAs 

0 h 96.90 ± 0.18 0.95 ± 0.03 1.67 ± 0.15 0.63 ± 0.15 
0.5 h 96.49 ± 0.25 0.97 ± 0.09 1.65 ± 0.24 0.89 ± 0.14 
1 h 96.52 ± 0.46 1.09 ± 0.09 1.62 ± 0.32 0.77 ± 0.16 
2 h 96.41 ± 0.34 1.03 ± 0.04 1.62 ± 0.28 0.94 ± 0.15 
3 h 96.10 ± 0.03 1.00 ± 0.11 1.90 ± 0.06 1.00 ± 0.08 
4 h 95.81 ± 0.14 1.06 ± 0.07 1.91 ± 0.06 1.21 ± 0.08 
5 h 95.80 ± 0.14 0.97 ± 0.07 1.91 ± 0.11 1.31 ± 0.07 
6 h 96.26 ± 0.19 1.00 ± 0.23 1.70 ± 0.32 1.04 ± 0.09 
8 h 95.77 ± 0.29 0.99 ± 0.15 1.77 ± 0.11 1.47 ± 0.22 

12 h 96.09 ± 0.11 1.01 ± 0.15 1.76 ± 0.19 1.14 ± 0.05 

Table S2. Chemical composition (%) of fractions during hydrolysis of DAG-enriched camellia oil. 

Hours 1,3-DAG 1,2-DAG 1/3-MAG 2-MAG FFAs 

0 h 67.89 ± 2.14 31.95 ± 2.01 0.00 ± 0.00 0.00 ± 0.00 0.00 ± 0.00 
0.5 h 28.44 ± 0.74 26.36 ± 0.97 11.30 ± 0.23 1.98 ± 0.25 31.91 ± 1.36 
1 h 24.24 ± 2.26 24.86 ± 1.02 12.10 ± 0.14 2.69 ± 0.95 36.10 ± 2.58 
2 h 16.75 ± 0.53 24.41 ± 1.22 10.55 ± 0.46 1.67 ± 0.65 46.62 ± 0.96 
3 h 12.79 ± 0.25 20.59 ± 1.14 8.63 ± 0.21 2.28 ± 0.24 55.71 ± 0.57 
4 h 10.32 ± 0.82 22.28 ± 1.09 6.74 ± 0.27 2.28 ± 1.51 58.38 ± 1.08 
5 h 8.25 ± 0.86 21.25 ± 0.98 5.66 ± 0.49 1.89 ± 0.49 62.95 ± 1.57 
6 h 7.72 ± 0.66 20.44 ± 0.76 4.62 ± 0.69 1.34 ± 0.58 65.89 ± 0.63 
8 h 6.37 ± 0.63 19.64 ± 0.89 3.13 ± 0.44 1.98 ± 0.92 68.88 ± 1.39 

12 h 5.53 ± 0.91 19.44 ± 0.87 2.96 ± 0.17 1.97 ± 0.40 70.10 ± 1.94 

Table S3. Chemical composition (%) of fractions during hydrolysis of DAG: MAG (1:1)-enriched oil. 

Hours 1,3-DAG 1,2-DAG 1/3-MAG 2-MAG FFA 

0 h 38.25 ± 1.39 17.42 ± 1.96 42.33 ± 2.02 2.44 ± 0.29 0.00 ± 0.00 
0.5 h 21.09 ± 2.15 16.26 ± 1.33 35.94 ± 2.20 2.81 ± 0.49 23.92 ± 1.65 
1 h 16.14 ± 1.43 13.31 ± 1.15 33.41 ± 2.12 2.77 ± 0.17 34.36 ± 0.57 
2 h 15.47 ± 1.22 13.47 ± 0.48 29.28 ± 1.12 2.46 ± 0.36 39.31 ± 1.56 
3 h 14.41 ± 0.91 12.60 ± 0.56 25.28 ± 1.18 2.59 ± 0.34 45.11 ± 1.65 
4 h 13.75 ± 0.97 13.07 ± 0.58 19.76 ± 1.30 2.69 ± 0.19 50.73 ± 1.75 
5 h 13.27 ± 0.45 13.34 ± 0.77 16.69 ± 0.90 2.58 ± 0.03 54.12 ± 1.18 
6 h 12.89 ± 0.63 13.05 ± 0.54 13.99 ± 1.19 2.44 ± 0.07 57.63 ± 1.40 
8 h 11.96 ± 0.28 12.51 ± 0.50 10.66 ± 0.97 2.04 ± 0.09 62.83 ± 1.60 

12 h 11.55 ± 0.81 12.73 ± 0.64 7.48 ± 1.53 1.40 ± 0.29 66.84 ± 2.58 

© 2014 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access article 

distributed under the terms and conditions of the Creative Commons Attribution license 

(http://creativecommons.org/licenses/by/3.0/). 


