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Figure S1. Nucleotide and amino acid sequences of vitellogenin 1 (Vgl) from Panonychus
citri (PcVgl). The ATG start codon and TAA stop codon are in bold, and the signal peptide
is underlinedwith a dashed line. The cleavage signal K/RXXR is indicated by an open box.
The GLCG conserved motif is bold and italicized. The polyadenylation signal is

underlined with a wavy line.
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Figure S2. Nucleotide and amino acid sequence of vitellogenin receptor (VgR) from
Panonychus citri (PcVgR). The ATG start codon and TAA stop codon are in bold, and the
signal peptide is underlined with a dashed line. The Cysteine residues are represented by
the letter C in a gray background. The two clusters of ligand binding domains (LBDs) are
shown in gray shading, and the epidermal growth factor (EGF)-precursor domains are
underlined. YWXD repeats are indicated by open boxes. The putative transmembrane
domain is identified by a bold underline, and the NPLY internalization signals are shown

ggga

RV

ATATTGCTGAT

PCS VL

RNGIESVEK

TCTGGTCTGAT

FFHEETDTLA AP

TRLIEHEPTD

PEWDNEPES

L ELDSSDY

QI NRIYTFE

LERPTODMATL

EI I QTALDG

LSLTGTYS SHFP

LFLCEKETREKT R

LAGDVTARS

DT I YWTSHMDZQ

IALRVAETPNHR

TIIKPFTITLTYATRDTETZ KHTL

EELRDNGGE

PKHKLIDGTRGEETLTE

NDRTGETLVEE

L REDEH

GEcpPAEEPRPDS

N FREN

DG I GDEKDE

REPEGKETIE

EKNESskKvVE

3600
1124

3675
1149

3750
1174

3825
1199

3900
1224

3975
1249

4050
1274

4125
1299

4200
1324

4275
1349

4350
1374

4425
1399

4500
1424

4575
1449

4650
1474

4725
1499

4800
1524

4875
1549

4950
1574

5025
1599

5100
1624

5175
1649

5250
1674

5325
1699

5400
1724

5475
1749

5550
1774

5625
1799

5700
1824

5775
1849

5850
1874

5925
6000
6075

WRCDGETIDTEND EIDETP g s s
GQFEKETSGTEV M EE DR € s
NS DEEHADEG Q?YS ErpepnrNc s DG
EE I YPNETKTETDG CVNQE NEer
ERIDEEPRPRDOQUVR PNV SV PR K
WLEDNANDTEGD ETS PQ P NP
ETTTGE KTPERDG € csepD F K N
VEDRTIPNETLDGQ 6 pDHED A Y S
NG NEsHEIEETEPS A I B s @ F F L
GADGXKTGETDTID o DG F E DN
YP GGAKETEAE P VS EG K AN
ATATGCTTCC?
GTEASTLTL KSISEL T EE
SIVRIRTLTHMEK Y DYQN |
DSEAGTIKGTIEH G Qs DF s 6L
CATTTCGTCGA
ERPS HLSWDYTI FRfFrves R I A
VCNAEUNRETCEGHL TELSK F VA
TTCTGETCATCC
s PQNRVMETWSH s HS TS I EK
ADLDGRINR RQQE KT N LNGSEP T vV D
CATTGEGTTGA:
PV MEKNTI T EMYSC G KN
CTGGECC
IERLLDYSTILTLEK I 6V FE Fwa
BAC]
NTGADSNTLMEKECN G KARYV R G N
IKAHAMETITEHE RAEPRN N s N
s 81 @LLRNNYV YT @ s @ Y R L
NKDNEHTUETIAER QI S KTF Ebps
NPEoNNGTETTEP vV IGWEK P N E
YIG6Ss S BEKKDOQE I 6L EQ F W I
II L IILIVVLL I IYRT Qs L
KTLSTHTLETPTFEG FKRGYN K VA
VSFKNPAFDGN S EYGD D D A
SAPMLPYVSLDD K QS TOD Fs i
CCACTTTA
G QYMDDSD FIKVY*
azazazazazazaaza

using dark-shaded frames. The polyadenylation signal is underlined with a wavy line.
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